420946| 420946

440930| 440930

CRMVZN2G083984| GRVZN2G083984_T01
28753.t000003| 28753. n000078

CNVQ089C| CVGO89CT

Esi 0011_0084
34269.1000001| 34269. m000014
CGRVZN2G007715| GRVZN2G007715_TO01
CRVZN2G118074| GRVZN2G118074_T01
GRVZN2G324991| GRVZN2G324991_T03

gi | 17553678| ref | NP_498202. 1]

gi | 71999683| ref | NP_501576. 2|

gi | 46593007| ref | NP_003356. 2|

gi | 94538354| ref | NP_004270. 2|

CMM104C| CVMV104CT

gi | 111226358| ref | XP_001134518. 1|

Es1 0098_0070

gi | 85119638| ref | XP_965680. 1|
CGRVZNM5G827505| GRVZN5G827505_TO01
LCC_0s019g51390| LGC_0s01g51390. 1
Crel2.9g523850| Crel2.g523850.t1.2
Vocar20014031n. g| Vocar 20014031
Carubv10000696m. g| Carubv10000696m
AT3G02090

Carubv10013366m. g| Carubv10013366m
Bra021477| Bra021477

Bra039151| Bra039151

146300| 146300

LCC_C0s03g11410| LOC_0s03g11410.1
CGRVZN2G091563| GRVZN2G091563_TO01
CRVZN2G100511| GRVZN2G100511_TO1
Phpat.016G072700| Phpat.016G072700. 1
PGSC0003DNG400028380| PGSCO003DNT40007295
GSVI VG01012193001| GSVI VT01012193001
Cucsa. 081570 Cucsa. 081570. 1
29630.1000033| 29630. m000808
PGSC0003DNMG400001355| PGSC0003DNT40000343
Potri.004G118900| Potri.004G118900.1
Potri.017G092400| Potri.017G092400. 1
Clynal6g10360| Gl ymal6g10360. 1

Cl ynra08g46020| Gl yma08g46020. 1
Clymal8g31550| Gl ymal18g31550. 3

Eucgr. HO0078| Eucgr. HO0078. 1

GSVI VG01011510001| GSVI VT01011510001

gi | 111226878| ref | XP_001134603. 1|

gi | 66803202| ref | XP_635444, 1|

Vocar 20001314n. g| Vocar 20001314

Esi 0268_0010

CNVK260C| CVK260CT

gi | 85109350 r ef | XP_962874. 1|

gi | 24308013| ref | NP_055975

gi | 453222763| ref | NP_490888, 2|

gi | 50592988 ref | NP_003357. 2|

Esi 0111_0016
Crel2.9g509750| Crel2. g509750.t1.2
Vocar20001024nm. g| Vocar 20001024
Crel7.9722800| Crel7.9722800.t1.2

GSVI VCG01021441001| GSVI VT01021441001
448827| 448827

Phpat . 011G047500| Phpat . 011G047500. 1
183257| 183257

Phpat . 004G049300| Phpat. 004G049300
Phpat. 003G045700| Phpat . 003G045700
Phpat . 013G074200| Phpat . 013G074200
LCC_C0s01g73550| LOC_0s01g73550. 1
CRVZN2G167767| GRVZN2G167767_TO1
CRVZN2G174137| GRVZN2G174137_T01
GRVZN2G166646| GRVZN2G166646_TO1
LCC_0s01g09560| LOC_Os01g09560. 1
GRVZN2G103725| GRVZN2G103725_TO01
CGRVZN2G068336| GRVZN2G068336_TO1
AT1G51980
Carubv10008921nm. g| Carubv10008921m
Bra014305| Bra014305

Bra018939| Bra018939

Bra030405| Bra030405

Bra022162| Bra022162

AT3G16480
Carubv10015621m. g| Carubv10015621m
29912.t1000079| 29912. m005353
Potri.008G193200| Potri.008G193200. 1
Potri.010G036700| Potri.010G036700. 1
LCC_C0s05g44916| LOC_Os05944916. 1
GRVZN2G005036| GRVZN2G005036_TO1
LCC_0s01g53700| LOC_0s01g53700. 1
Potri.001G191100| Potri.001G191100.1
PGSC0003DNG400000289| PGSCO003DNT40000078
Cucsa. 116810| Cucsa. 116810. 1
Cucsa. 021700| Cucsa. 021700. 1
Cl ymal3g43000| Gl ymal13g43000
Cl ymal5g02390| Gl ymal5g02390
Medt r8g014660| Medtr8g014660
Gl ynra079g01720| Gl yma07g01720.
Gl ynra08g21380| Gl yma08g21380.
30146.t1000067| 30146. n003490
Medt r89g102230| Medtr 89102230
Cl yma05936040| Gl yma059g36040
Gl yma08g03580| Gl yma08g03580.
CGlynal4g13370| Gl ymal4g13370.
Eucgr. F03085| Eucgr. F03085. 1
Eucgr. C03704| Eucgr. C03704. 1
GSVIVG01015273001| GSVI VT01015273001
GSVI VG01016955001| GSVI VT01016955001
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420946| 420946
440930| 440930
CGRVZN2G083984| GRVZN2G083984_TO1
28753.t000003| 28753. m000078
CVQO89C| CVCO89CT
Esi 0011_0084
34269.1000001| 34269. n000014
CRVZN2G007715| GRVZN2G007715_TO01
CGRVZN2G118074| GRVZN2G118074_TO01
CRVZN2G324991| GRVZN2G324991_T03
gi | 17553678 ref | NP_498202. 1]
gi | 71999683 ref | NP_501576. 2|
g| | 46593007 ref | NP_003356. 2|

i]94538354| ref | NP_004270. 2|
CNN104C|CNN104C
gi | 111226358| ref | XP_001134518. 1|
Esi 0098_0070
gi | 85119638| ref | XP_965680. 1|
CGRVZNM5G827505| GRVZN5G827505_TO1
LCC_Cs01g51390| LOC_0s01g51390. 1
Crel2.g523850| Crel2.g523850.t1.2
Vocar20014031m. g| Vocar 20014031
Carubv10000696m. g| Car ubv10000696mn
AT3G02090
Carubv10013366m. g|] Carubv10013366m
Bra021477| Bra021477
Bra039151| Bra039151
146300| 146300
LCC_(s039g11410| LOC_0s03g11410. 1
GRNVZN2G091563| GRVZV2G091563_T01
CGRVZN2G100511| GRVZN2G100511_TO1
Phpat.016G072700| Phpat.016G072700. 1
PGSC0003DNVG400028380| PGSCO003DNT40007295
CGSVI VG01012193001| GSVI VT01012193001
Cucsa. 081570| Cucsa. 081570. 1
29630.1000033| 29630. "000808
PGSC0003DNVG400001355| PGSC0003DNT40000343
Potri.004G118900| Potri.004G118900.1
Potri.017G092400| Potri.017G092400.1
Clynal6g10360| Gl ymal6g10360. 1
Cl ynra08g46020| Gl yma08g46020. 1
Clynral89g31550| Gl ymal18g31550. 3
Eucgr. HO0078| Eucgr. HO0078. 1
GSVI VCG01011510001| GSVI VT01011510001
gi | 111226878| ref | XP_001134603. 1|
gi | 66803202| ref | XP_635444, 1|
Vocar20001314m. g| Vocar 20001314 m
Esi 0268 0010
CNVK260C| CVK260CT
gi | 85109350 r ef | XP_962874. 1|
gi | 24308013| ref | NP_055975
gi | 453222763| ref | NP_490888. 2|
gi | 50592988| ref| NP_003357. 2
Esi 0111_0016
Crel2.g509750| Crel2.g509750.t1.2
Vocar20001024nm. g| Vocar 20001024
Crel7.9722800| Crel7.9722800.t1.2
CGSVI VG01021441001| GSVI VT01021441001
448827| 448827
Phpat.011G047500| Phpat.011G047500. 1
183257| 183257
Phpat . 004G049300| Phpat. 004G049300
Phpat.003G045700| Phpat. 003G045700
Phpat. 013G074200| Phpat . 013G074200
LCC_Cs019g73550| LOC_Os01g73550. 1
CGRVZN2G167767| GRVZN2G167767_TO1
CGRVZN2G174137| GRVZN2G174137_T01
CGRVZN2G166646| GRVZN2G166646_TO1
LCC_0s01g09560| LOC_Os01g09560. 1
CRVZN2G103725| GRVZN2G103725_T01
CGRVZN2G068336| GRVZN2G068336_T01
AT1G51980
Carubv10008921nm. g| Carubv10008921m
Bra014305| Bra014305
Bra018939| Bra018939
Bra030405| Bra030405
Bra022162| Bra022162
AT3G16480
Carubv10015621m. g| Carubv10015621m
29912.1000079| 29912. m005353
Potri.008G193200| Potri.008G193200.1
Potri.010G036700| Potri.010G036700. 1
LCC 0505944916|LOC 0s05944916. 1
GRNVZN2G005036| GRVZV2G005036_T01
LCC_0s01g53700| LGC_Os01g53700. 1
Potri.001G191100| Potri.001G191100. 1
PGSC0003DNVG400000289| PGSC0003DNT40000078
Cucsa. 116810| Cucsa. 116810. 1
Cucsa. 021700| Cucsa. 021700. 1
Gl ynral3g43000| Gl yral13g43000
Cl ymal5g02390| Gl ymal5g02390
Medt r8g014660| Medt r8g014660
Gl yma07g01720| Gl yna07g01720.
Gl ynra08g21380| Gl yma08g21380.
30146.t000067|30146. m003490
Vedtr8g102230| Medt r 8g102230.
Cl yma05g36040| Gl yma05g36040
Cl yma08g03580| Gl yma08g03580
Gl yma14g13370| Gl yma14g13370.
Eucgr. F03085| Eucgr. F03085. 1
Eucgr. C03704| Eucgr. C03704. 1
GSVIVG01015273001| GSVI VT01015273001
GSVI VG01016955001| GSVI VT01016955001
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420946| 420946
440930| 440930
CGRVZN2G083984| GRVZN2G083984_TO1
28753.t000003| 28753. m000078
CVQO89C| CVCO89CT
Esi 0011_0084
34269.1000001| 34269. n000014
CRVZN2G007715| GRVZN2G007715_TO01
CGRVZN2G118074| GRVZN2G118074_TO01
CRVZN2G324991| GRVZN2G324991_T03
gi | 17553678 ref | NP_498202. 1]
gi | 71999683 ref | NP_501576. 2|
g| | 46593007 ref | NP_003356. 2|

i]94538354| ref | NP_004270. 2|
CNN104C|CNN104C
gi | 111226358| ref | XP_001134518. 1|
Esi 0098_0070
gi | 85119638| ref | XP_965680. 1|
CGRVZNM5G827505| GRVZN5G827505_TO1
LCC_Cs01g51390| LOC_0s01g51390. 1
Crel2.g523850| Crel2.g523850.t1.2
Vocar20014031m. g| Vocar 20014031
Carubv10000696m. g| Car ubv10000696mn
AT3G02090
Carubv10013366m. g|] Carubv10013366m
Bra021477| Bra021477
Bra039151| Bra039151
146300| 146300
LCC_(s039g11410| LOC_0s03g11410. 1
GRNVZN2G091563| GRVZV2G091563_T01
CGRVZN2G100511| GRVZN2G100511_TO1
Phpat.016G072700| Phpat.016G072700. 1
PGSC0003DNVG400028380| PGSCO003DNT40007295
CGSVI VG01012193001| GSVI VT01012193001
Cucsa. 081570| Cucsa. 081570. 1
29630.1000033| 29630. "000808
PGSC0003DNVG400001355| PGSC0003DNT40000343
Potri.004G118900| Potri.004G118900.1
Potri.017G092400| Potri.017G092400.1
Clynal6g10360| Gl ymal6g10360. 1
Cl ynra08g46020| Gl yma08g46020. 1
Clynral89g31550| Gl ymal18g31550. 3
Eucgr. HO0078| Eucgr. HO0078. 1
GSVI VCG01011510001| GSVI VT01011510001
gi | 111226878| ref | XP_001134603. 1|
gi | 66803202| ref | XP_635444, 1|
Vocar20001314m. g| Vocar 20001314 m
Esi 0268 0010
CNVK260C| CVK260CT
gi | 85109350 r ef | XP_962874. 1|
gi | 24308013| ref | NP_055975
gi | 453222763| ref | NP_490888. 2|
gi | 50592988| ref| NP_003357. 2
Esi 0111_0016
Crel2.g509750| Crel2.g509750.t1.2
Vocar20001024nm. g| Vocar 20001024
Crel7.9722800| Crel7.9722800.t1.2
CGSVI VG01021441001| GSVI VT01021441001
448827| 448827
Phpat.011G047500| Phpat.011G047500. 1
183257| 183257
Phpat . 004G049300| Phpat. 004G049300
Phpat.003G045700| Phpat. 003G045700
Phpat. 013G074200| Phpat . 013G074200
LCC_Cs019g73550| LOC_Os01g73550. 1
CGRVZN2G167767| GRVZN2G167767_TO1
CGRVZN2G174137| GRVZN2G174137_T01
CGRVZN2G166646| GRVZN2G166646_TO1
LCC_0s01g09560| LOC_Os01g09560. 1
CRVZN2G103725| GRVZN2G103725_T01
CGRVZN2G068336| GRVZN2G068336_T01
AT1G51980
Carubv10008921nm. g| Carubv10008921m
Bra014305| Bra014305
Bra018939| Bra018939
Bra030405| Bra030405
Bra022162| Bra022162
AT3G16480
Carubv10015621m. g| Carubv10015621m
29912.1000079| 29912. m005353
Potri.008G193200| Potri.008G193200.1
Potri.010G036700| Potri.010G036700. 1
LCC 0505944916|LOC 0s05944916. 1
GRNVZN2G005036| GRVZV2G005036_T01
LCC_0s01g53700| LGC_Os01g53700. 1
Potri.001G191100| Potri.001G191100. 1
PGSC0003DNVG400000289| PGSC0003DNT40000078
Cucsa. 116810| Cucsa. 116810. 1
Cucsa. 021700| Cucsa. 021700. 1
Gl ynral3g43000| Gl yral13g43000
Cl ymal5g02390| Gl ymal5g02390
Medt r8g014660| Medt r8g014660
Gl yma07g01720| Gl yna07g01720.
Gl ynra08g21380| Gl yma08g21380.
30146.t000067|30146. m003490
Vedtr8g102230| Medt r 8g102230.
Cl yma05g36040| Gl yma05g36040
Cl yma08g03580| Gl yma08g03580
Gl yma14g13370| Gl yma14g13370.
Eucgr. F03085| Eucgr. F03085. 1
Eucgr. C03704| Eucgr. C03704. 1
GSVIVG01015273001| GSVI VT01015273001
GSVI VG01016955001| GSVI VT01016955001
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420946| 420946

440930| 440930

CGRVZN2G083984| GRVZN2G083984_TO1

28753.t000003| 28753. m000078

CVQO89C| CVCO89CT

Esi 0011_0084

34269.1000001| 34269. n000014

CRVZN2G007715| GRVZN2G007715_TO01

CGRVZN2G118074| GRVZN2G118074_TO01

CRVZN2G324991| GRVZN2G324991_T03

gi | 17553678| ref | NP_498202. 1

gi | 71999683| ref | NP_501576. 2

g||46593007|ref\NP 003356. 2
i]94538354| ref | NP_004270. 2

CNN104C|CNN104C

gi | 111226358| ref | XP_001134518. 1|

Esi 0098_0070

gi | 85119638 ref | XP_965680. 1

CGRVZNM5G827505| GRVZN5G827505_TO1

LCC_Cs01g51390| LOC_0s01g51390. 1

Crel2.g523850| Crel2.g523850.t1.2

Vocar20014031m. g| Vocar 20014031

Carubv10000696m. g| Car ubv10000696mn

AT3G02090

Carubv10013366m. g|] Carubv10013366m

Bra021477| Bra021477

Bra039151| Bra039151

146300| 146300

LCC_(s039g11410| LOC_0s03g11410. 1

GRNVZN2G091563| GRVZV2G091563_T01

CGRVZN2G100511| GRVZN2G100511_TO1

Phpat.016G072700| Phpat.016G072700. 1

PGSC0003DNVG400028380| PGSCO003DNT40007295

CGSVI VG01012193001| GSVI VT01012193001

Cucsa. 081570| Cucsa. 081570. 1

29630.1000033| 29630. "000808

PGSC0003DNVG400001355| PGSC0003DNT40000343

Potri.004G118900| Potri.004G118900.1

Potri.017G092400| Potri.017G092400.1

Clynal6g10360| Gl ymal6g10360. 1

Cl ynra08g46020| Gl yma08g46020. 1

Clynral89g31550| Gl ymal18g31550. 3

Eucgr. HO0078| Eucgr. HO0078. 1

GSVI VCG01011510001| GSVI VT01011510001

gi | 111226878| ref | XP_001134603. 1|

gi | 66803202| ref | XP_635444., 1

Vocar20001314m. g| Vocar 20001314 m

Esi 0268 0010

CNVK260C| CVK260CT

gi | 85109350 ref | XP_962874. 1

gi | 24308013| ref | NP_055975

gi | 453222763| ref | NP_490888. 2|

gi | 50592988| ref| NP_003357. 2

Esi 0111_0016

Crel2.g509750| Crel2.g509750.t1.2

Vocar20001024nm. g| Vocar 20001024

Crel7.9722800| Crel7.9722800.t1.2

CGSVI VG01021441001| GSVI VT01021441001

448827| 448827

Phpat.011G047500| Phpat.011G047500. 1

183257| 183257

Phpat . 004G049300| Phpat. 004G049300

Phpat.003G045700| Phpat. 003G045700

Phpat. 013G074200| Phpat . 013G074200

LCC_Cs019g73550| LOC_Os01g73550. 1

CGRVZN2G167767| GRVZN2G167767_TO1

CGRVZN2G174137| GRVZN2G174137_T01

CGRVZN2G166646| GRVZN2G166646_TO1

LCC_0s01g09560| LOC_Os01g09560. 1

CRVZN2G103725| GRVZN2G103725_T01

CGRVZN2G068336| GRVZN2G068336_T01

AT1G51980

Carubv10008921nm. g| Carubv10008921m

Bra014305| Bra014305

Bra018939| Bra018939

Bra030405| Bra030405

Bra022162| Bra022162

AT3G16480

Carubv10015621m. g| Carubv10015621m

29912.1000079| 29912. m005353

Potri.008G193200| Potri.008G193200.1

Potri.010G036700| Potri.010G036700. 1

LCC 0505944916|LOC 0s05944916. 1

GRNVZN2G005036| GRVZV2G005036_T01

LCC_0s01g53700| LGC_Os01g53700. 1

Potri.001G191100| Potri.001G191100. 1

PGSC0003DNVG400000289| PGSC0003DNT40000078

Cucsa. 116810| Cucsa. 116810. 1

Cucsa. 021700| Cucsa. 021700. 1

Gl ynral3g43000| Gl yral13g43000

Cl ymal5g02390| Gl ymal5g02390

Medt r8g014660| Medt r8g014660

Gl yma07g01720| Gl yma07g01720

Gl ynra08g21380| Gl yma08g21380.

30146.t000067|30146. m003490

Vedtr8g102230| Medt r 89102230

Cl yma05g36040| Gl yma05g36040

Cl yma08g03580| Gl yma08g03580

Gl yma14g13370| Gl yma14g13370

Eucgr. F03085| Eucgr. F03085. 1

Eucgr. C03704| Eucgr. C03704. 1

GSVIVG01015273001| GSVI VT01015273001

GSVI VG01016955001| GSVI VT01016955001
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420946| 420946

440930| 440930

CGRVZN2G083984| GRVZN2G083984_TO1

28753.t000003| 28753. m000078

CVQO89C| CVCO89CT

Esi 0011_0084

34269.1000001| 34269. n000014

CRVZN2G007715| GRVZN2G007715_TO01

CGRVZN2G118074| GRVZN2G118074_TO01

CRVZN2G324991| GRVZN2G324991_T03

gi | 17553678 ref | NP_498202. 1]

gi | 71999683 ref | NP_501576. 2|

g| | 46593007 ref | NP_003356. 2|
i]94538354| ref | NP_004270. 2|

CNI\/104C| CVNV104CT

gi | 111226358| ref | XP_001134518. 1|

Esi 0098_0070

gi | 85119638| ref | XP_965680. 1|

CGRVZNM5G827505| GRVZN5G827505_TO1

LCC_0s01g51390| LOC_0s019g51390. 1

Crel2.g523850| Crel2.g523850.t1.2

Vocar20014031m. g| Vocar 20014031

Carubv10000696m. g| Car ubv10000696mn

AT3G02090

Carubv10013366m. g|] Carubv10013366m

Bra021477| Bra021477

Bra039151| Bra039151

146300| 146300

LCC_(s039g11410| LOC_0s03g11410. 1

GRNVZN2G091563| GRVZV2G091563_T01

GRNZN2G100511] GRVZV2G100511_T01

Phpat.016G072700| Phpat.016G072700. 1
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gi | 66803202| ref | XP_635444, 1|
Vocar20001314m. g| Vocar 20001314 m

Esi 0268 0010

CNVK260C| CVK260CT

gi | 85109350 r ef | XP_962874. 1|

gi | 24308013| ref | NP_055975

gi | 453222763| ref | NP_490888. 2|

gi | 50592988| ref| NP_003357. 2|

Esi 0111_0016

Crel2.g509750| Crel2.g509750.t1.2
Vocar 20001024, g|Vocar20001024n
Crel7.9722800| Crel7.9722800.t1.

CGSVI VG01021441001| GSVI VT01021441001
448827| 448827

Phpat.011G047500| Phpat.011G047500. 1
183257| 183257

Phpat . 004G049300| Phpat. 004G049300.
Phpat.003G045700| Phpat. 003G045700.
Phpat . 013G074200| Phpat . 013G074200.
LCC_Cs019g73550| LOC_Os01g73550. 1
CGRVZN2G167767| GRVZN2G167767_TO1
CGRVZN2G174137| GRVZN2G174137_T01
CGRVZN2G166646| GRVZN2G166646_TO1
LCC_0s01g09560| LOC_Os01g09560. 1
CRVZN2G103725| GRVZN2G103725_T01
CGRVZN2G068336| GRVZN2G068336_T01
AT1G51980

Carubv10008921nm. g| Carubv10008921m
Bra014305| Bra014305

Bra018939| Bra018939

Bra030405| Bra030405

Bra022162| Bra022162

AT3G16480

Carubv10015621m. g| Carubv10015621m
29912.1000079| 29912. m005353
Potri.008G193200| Potri.008G193200.1
Potri.010G036700| Potri.010G036700. 1
LCC OsO5g44916| LQOC_ 0505944916 1
GRNVZN2G005036| GRVZV2G005036_T01
LCC_0s01g53700| LGC_Os01g53700. 1
Potri.001G191100| Potri.001G191100. 1

PRE

PGSC0003DNG400000289| PGSCO003DNT40000078

Cucsa. 116810| Cucsa. 116810. 1
Cucsa. 021700| Cucsa. 021700. 1
Cl ynral3g43000| Gl yma13g43000.
Cl ymal5g02390| Gl ymal5g02390.
Medtr8g014660| Medtr8g014660.
Gl yma07901720| Gl yma07g01720.
Gl ynra08g21380| Gl yma08g21380.
30146.t000067|30146. m003490
Vedtr8g102230| Medt r 8g102230.
Cl yma05936040| Gl yma05g36040.
Cl yma08g03580| Gl yma08g03580.
Gl ymal4g13370| Gl yma14g13370.
Eucgr. F03085| Eucgr. F03085. 1
Eucgr. C03704| Eucgr. C03704. 1
GSVIVG01015273001| GSVI VT01015273001
GSVI VG01016955001| GSVI VT01016955001
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420946| 420946
440930| 440930
CGRVZN2G083984| GRVZN2G083984_TO1
28753.t000003| 28753. m000078
CVQO89C| CVCO89CT
Esi 0011_0084
34269.1000001| 34269. n000014
CRVZN2G007715| GRVZN2G007715_TO01
CGRVZN2G118074| GRVZN2G118074_TO01
CRVZN2G324991| GRVZN2G324991_T03
gi | 17553678 ref | NP_498202. 1]
gi | 71999683 ref | NP_501576. 2|
g| | 46593007 ref | NP_003356. 2|

i]94538354| ref | NP_004270. 2|
CNN104C|CNN104C
gi | 111226358| ref | XP_001134518. 1|
Esi 0098_0070
gi | 85119638| ref | XP_965680. 1|
CGRVZNM5G827505| GRVZN5G827505_TO1
LCC_Cs01g51390| LOC_0s01g51390. 1
Crel2.g523850| Crel2.g523850.t1.2
Vocar20014031m. g| Vocar 20014031
Carubv10000696m. g| Car ubv10000696mn
AT3G02090
Carubv10013366m. g|] Carubv10013366m
Bra021477| Bra021477
Bra039151| Bra039151
146300| 146300
LCC_(s039g11410| LOC_0s03g11410. 1
GRNVZN2G091563| GRVZV2G091563_T01
CGRVZN2G100511| GRVZN2G100511_TO1
Phpat.016G072700| Phpat.016G072700. 1
PGSC0003DNVG400028380| PGSCO003DNT40007295
CGSVI VG01012193001| GSVI VT01012193001
Cucsa. 081570| Cucsa. 081570. 1
29630.1000033| 29630. "000808
PGSC0003DNVG400001355| PGSC0003DNT40000343
Potri.004G118900| Potri.004G118900.1
Potri.017G092400| Potri.017G092400.1
Clynal6g10360| Gl ymal6g10360. 1
Cl ynra08g46020| Gl yma08g46020. 1
Clynral89g31550| Gl ymal18g31550. 3
Eucgr. HO0078| Eucgr. HO0078
GSVI VCG01011510001| GSVI VT01011510001
gi | 111226878| ref | XP_001134603. 1|
gi | 66803202| ref | XP_635444, 1|
Vocar20001314m. g| Vocar 20001314 m
Esi 0268 0010
CNVK260C| CVK260CT
gi | 85109350 r ef | XP_962874. 1|
gi | 24308013| ref | NP_055975
gi | 453222763| ref | NP_490888. 2|
gi | 50592988| ref| NP_003357. 2
Esi 0111_0016
Crel2.g509750| Crel2.g509750.t1.2
Vocar20001024nm. g| Vocar 20001024
Crel7.9722800| Crel7.9722800.t1.
CGSVI VG01021441001| GSVI VT01021441001
448827| 448827
Phpat.011G047500| Phpat.011G047500. 1
183257| 183257
Phpat . 004G049300| Phpat. 004G049300
Phpat.003G045700| Phpat. 003G045700
Phpat. 013G074200| Phpat . 013G074200
LCC_Cs019g73550| LOC_Os01g73550. 1
CGRVZN2G167767| GRVZN2G167767_TO1
CGRVZN2G174137| GRVZN2G174137_T01
CGRVZN2G166646| GRVZN2G166646_TO1
LCC_0s01g09560| LOC_Os01g09560. 1
CRVZN2G103725| GRVZN2G103725_T01
CGRVZN2G068336| GRVZN2G068336_T01
AT1G51980
Carubv10008921nm. g| Carubv10008921m
Bra014305| Bra014305
Bra018939| Bra018939
Bra030405| Bra030405
Bra022162| Bra022162
AT3G16480
Carubv10015621m. g| Carubv10015621m
29912.1000079| 29912. m005353
Potri.008G193200| Potri.008G193200.1
Potri.010G036700| Potri.010G036700. 1
LCC 0505944916|LOC 0s05944916. 1
GRNVZN2G005036| GRVZV2G005036_T01
LCC_0s01g53700| LGC_Os01g53700. 1
Potri.001G191100| Potri.001G191100. 1
PGSC0003DNVG400000289| PGSC0003DNT40000078
Cucsa. 116810| Cucsa. 116810. 1
Cucsa. 021700| Cucsa. 021700. 1
Gl ynral3g43000| Gl yral13g43000
Cl ymal5g02390| Gl ymal5g02390
Medt r8g014660| Medt r8g014660
Gl yma07g01720| Gl yna07g01720.
Gl ynra08g21380| Gl yma08g21380.
30146.t000067|30146. m003490
Vedtr8g102230| Medt r 8g102230.
Cl yma05g36040| Gl yma05g36040
Cl yma08g03580| Gl yma08g03580
Gl yma14g13370| Gl yma14g13370.
Eucgr. F03085| Eucgr. F03085. 1
Eucgr. C03704| Eucgr. C03704. 1
GSVIVG01015273001| GSVI VT01015273001
GSVI VG01016955001| GSVI VT01016955001

PRE

PRRR RRRRR

LI L- QUTNGQKEEI KNTK- - - DKL VKVNKEGAEK

CE-
-------- GTNTRLKALNSTLI L- QVTNQKEEIKNTKAQNDKLNKVNKEQAEKIQE

RAVTFAVNI GTRV.

------- DGQKPVGRPH-

GDAEKLVGSAK:
H
- - - HEDAAAAPAGRI V-

- - LCKDSREI VSLKE 399ENT




420946| 420946
440930| 440930
CGRVZN2G083984| GRVZN2G083984_TO1
28753.t000003| 28753. m000078
CVQO89C| CVCO89CT
Esi 0011_0084
34269.1000001| 34269. n000014
CRVZN2G007715| GRVZN2G007715_TO01
CGRVZN2G118074| GRVZN2G118074_TO01
CRVZN2G324991| GRVZN2G324991_T03
gi | 17553678 ref | NP_498202. 1]
gi | 71999683 ref | NP_501576. 2|
g| | 46593007 ref | NP_003356. 2|

i]94538354| ref | NP_004270. 2|
CNN104C|CNN104C
gi | 111226358| ref | XP_001134518. 1|
Esi 0098_0070
gi | 85119638| ref | XP_965680. 1|
CGRVZNM5G827505| GRVZN5G827505_TO1
LCC_Cs01g51390| LOC_0s01g51390. 1
Crel2.g523850| Crel2.g523850.t1.2
Vocar20014031m. g| Vocar 20014031
Carubv10000696m. g| Car ubv10000696mn
AT3G02090
Carubv10013366m. g|] Carubv10013366m
Bra021477| Bra021477
Bra039151| Bra039151
146300| 146300
LCC_(s039g11410| LOC_0s03g11410. 1
GRNVZN2G091563| GRVZV2G091563_T01
CGRVZN2G100511| GRVZN2G100511_TO1
Phpat.016G072700| Phpat.016G072700. 1
PGSC0003DNVG400028380| PGSCO003DNT40007295
CGSVI VG01012193001| GSVI VT01012193001
Cucsa. 081570| Cucsa. 081570. 1
29630.1000033| 29630. "000808
PGSC0003DNVG400001355| PGSC0003DNT40000343
Potri.004G118900| Potri.004G118900.1
Potri.017G092400| Potri.017G092400.1
Clynal6g10360| Gl ymal6g10360. 1
Cl ynra08g46020| Gl yma08g46020. 1
Clynral89g31550| Gl ymal18g31550. 3
Eucgr. HO0078| Eucgr. HO0078
GSVI VCG01011510001| GSVI VT01011510001
gi | 111226878| ref | XP_001134603. 1|
gi | 66803202| ref | XP_635444, 1|
Vocar20001314m. g| Vocar 20001314 m
Esi 0268 0010
CNVK260C| CVK260CT
gi | 85109350 r ef | XP_962874. 1|
gi | 24308013| ref | NP_055975
gi | 453222763| ref | NP_490888. 2|
gi | 50592988| ref| NP_003357. 2
Esi 0111_0016
Crel2.g509750| Crel2.g509750.t1.2
Vocar20001024nm. g| Vocar 20001024
Crel7.9722800| Crel7.9722800.t1.
CGSVI VG01021441001| GSVI VT01021441001
448827| 448827
Phpat.011G047500| Phpat.011G047500. 1
183257| 183257
Phpat . 004G049300| Phpat. 004G049300
Phpat.003G045700| Phpat. 003G045700
Phpat. 013G074200| Phpat . 013G074200
LCC_Cs019g73550| LOC_Os01g73550. 1
CGRVZN2G167767| GRVZN2G167767_TO1
CGRVZN2G174137| GRVZN2G174137_T01
CGRVZN2G166646| GRVZN2G166646_TO1
LCC_0s01g09560| LOC_Os01g09560. 1
CRVZN2G103725| GRVZN2G103725_T01
CGRVZN2G068336| GRVZN2G068336_T01
AT1G51980
Carubv10008921nm. g| Carubv10008921m
Bra014305| Bra014305
Bra018939| Bra018939
Bra030405| Bra030405
Bra022162| Bra022162
AT3G16480
Carubv10015621m. g| Carubv10015621m
29912.1000079| 29912. m005353
Potri.008G193200| Potri.008G193200.1
Potri.010G036700| Potri.010G036700. 1
LCC 0505944916|LOC 0s05944916. 1
GRNVZN2G005036| GRVZV2G005036_T01
LCC_0s01g53700| LGC_Os01g53700. 1
Potri.001G191100| Potri.001G191100. 1
PGSC0003DNVG400000289| PGSC0003DNT40000078
Cucsa. 116810| Cucsa. 116810. 1
Cucsa. 021700| Cucsa. 021700. 1
Gl ynral3g43000| Gl yral13g43000
Cl ymal5g02390| Gl ymal5g02390
Medt r8g014660| Medt r8g014660
Gl yma07g01720| Gl yna07g01720.
Gl ynra08g21380| Gl yma08g21380.
30146.t000067|30146. m003490
Vedtr8g102230| Medt r 8g102230.
Cl yma05g36040| Gl yma05g36040
Cl yma08g03580| Gl yma08g03580
Gl yma14g13370| Gl yma14g13370.
Eucgr. F03085| Eucgr. F03085. 1
Eucgr. C03704| Eucgr. C03704. 1
GSVIVG01015273001| GSVI VT01015273001
GSVI VG01016955001| GSVI VT01016955001
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420946| 420946
440930| 440930
CGRVZN2G083984| GRVZN2G083984_TO1
28753.t000003| 28753. m000078
CVQO89C| CVCO89CT
Esi 0011_0084
34269.1000001| 34269. n000014
CRVZN2G007715| GRVZN2G007715_TO01
CGRVZN2G118074| GRVZN2G118074_TO01
CRVZN2G324991| GRVZN2G324991_T03
gi | 17553678 ref | NP_498202. 1]
gi | 71999683 ref | NP_501576. 2|
g| | 46593007 ref | NP_003356. 2|

i]94538354| ref | NP_004270. 2|
CNN104C|CNN104C
gi | 111226358| ref | XP_001134518. 1|
Esi 0098_0070
gi | 85119638| ref | XP_965680. 1|
CGRVZNM5G827505| GRVZN5G827505_TO1
LCC_Cs01g51390| LOC_0s01g51390. 1
Crel2.g523850| Crel2.g523850.t1.2
Vocar20014031m. g| Vocar 20014031
Carubv10000696m. g| Car ubv10000696mn
AT3G02090
Carubv10013366m. g|] Carubv10013366m
Bra021477| Bra021477
Bra039151| Bra039151
146300| 146300
LCC_(s039g11410| LOC_0s03g11410. 1
GRNVZN2G091563| GRVZV2G091563_T01
CGRVZN2G100511| GRVZN2G100511_TO1
Phpat.016G072700| Phpat.016G072700. 1
PGSC0003DNVG400028380| PGSCO003DNT40007295
CGSVI VG01012193001| GSVI VT01012193001
Cucsa. 081570| Cucsa. 081570. 1
29630.1000033| 29630. "000808
PGSC0003DNVG400001355| PGSC0003DNT40000343
Potri.004G118900| Potri.004G118900.1
Potri.017G092400| Potri.017G092400.1
Clynal6g10360| Gl ymal6g10360. 1
Cl ynra08g46020| Gl yma08g46020. 1
Clynral89g31550| Gl ymal18g31550. 3
Eucgr. HO0078| Eucgr. HO0078
GSVI VCG01011510001| GSVI VT01011510001
gi | 111226878| ref | XP_001134603. 1|
gi | 66803202| ref | XP_635444, 1|
Vocar20001314m. g| Vocar 20001314 m
Esi 0268 0010
CNVK260C| CVK260CT
gi | 85109350 r ef | XP_962874. 1|
gi | 24308013| ref | NP_055975
gi | 453222763| ref | NP_490888. 2|
gi | 50592988| ref| NP_003357. 2
Esi 0111_0016
Crel2.g509750| Crel2.g509750.t1.2
Vocar20001024nm. g| Vocar 20001024
Crel7.9722800| Crel7.9722800.t1.
CGSVI VG01021441001| GSVI VT01021441001
448827| 448827
Phpat.011G047500| Phpat.011G047500. 1
183257| 183257
Phpat . 004G049300| Phpat. 004G049300
Phpat.003G045700| Phpat. 003G045700
Phpat. 013G074200| Phpat . 013G074200
LCC_Cs019g73550| LOC_Os01g73550. 1
CGRVZN2G167767| GRVZN2G167767_TO1
CGRVZN2G174137| GRVZN2G174137_T01
CGRVZN2G166646| GRVZN2G166646_TO1
LCC_0s01g09560| LOC_Os01g09560. 1
CRVZN2G103725| GRVZN2G103725_T01
CGRVZN2G068336| GRVZN2G068336_T01
AT1G51980
Carubv10008921nm. g| Carubv10008921m
Bra014305| Bra014305
Bra018939| Bra018939
Bra030405| Bra030405
Bra022162| Bra022162
AT3G16480
Carubv10015621m. g| Carubv10015621m
29912.1000079| 29912. m005353
Potri.008G193200| Potri.008G193200.1
Potri.010G036700| Potri.010G036700. 1
LCC 0505944916|LOC 0s05944916. 1
GRNVZN2G005036| GRVZV2G005036_T01
LCC_0s01g53700| LGC_Os01g53700. 1
Potri.001G191100| Potri.001G191100. 1
PGSC0003DNVG400000289| PGSC0003DNT40000078
Cucsa. 116810| Cucsa. 116810. 1
Cucsa. 021700| Cucsa. 021700. 1
Gl ynral3g43000| Gl yral13g43000
Cl ymal5g02390| Gl ymal5g02390
Medt r8g014660| Medt r8g014660
Gl yma07g01720| Gl yna07g01720.
Gl ynra08g21380| Gl yma08g21380.
30146.t000067|30146. m003490
Vedtr8g102230| Medt r 8g102230.
Cl yma05g36040| Gl yma05g36040
Cl yma08g03580| Gl yma08g03580
Gl yma14g13370| Gl yma14g13370.
Eucgr. F03085| Eucgr. F03085. 1
Eucgr. C03704| Eucgr. C03704. 1
GSVIVG01015273001| GSVI VT01015273001
GSVI VG01016955001| GSVI VT01016955001

PRE

PRRR RRRRR

424 EETSKL- - KEE 432LTDLSRQLSAQGRE
TSKLKEETSKL- - KEE 880LTDQSRQLSAQGRE“
472LSE--KHFFATCH




420946| 420946
440930| 440930
CGRVZN2G083984| GRVZN2G083984_TO1
28753.t000003| 28753. m000078
CVQO89C| CVCO89CT
Esi 0011_0084
34269.1000001| 34269. n000014
CRVZN2G007715| GRVZN2G007715_TO01
CGRVZN2G118074| GRVZN2G118074_TO01
CRVZN2G324991| GRVZN2G324991_T03
gi | 17553678 ref | NP_498202. 1]
gi | 71999683 ref | NP_501576. 2|
g| | 46593007 ref | NP_003356. 2|

i]94538354| ref | NP_004270. 2|
CNN104C|CNN104C
gi | 111226358| ref | XP_001134518. 1|
Esi 0098_0070
gi | 85119638| ref | XP_965680. 1|
CGRVZNM5G827505| GRVZN5G827505_TO1
LCC_Cs01g51390| LOC_0s01g51390. 1
Crel2.g523850| Crel2.g523850.t1.2
Vocar20014031m. g| Vocar 20014031
Carubv10000696m. g| Car ubv10000696mn
AT3G02090
Carubv10013366m. g|] Carubv10013366m
Bra021477| Bra021477
Bra039151| Bra039151
146300| 146300
LCC_(s039g11410| LOC_0s03g11410. 1
GRNVZN2G091563| GRVZV2G091563_T01
CGRVZN2G100511| GRVZN2G100511_TO1
Phpat.016G072700| Phpat.016G072700. 1
PGSC0003DNVG400028380| PGSCO003DNT40007295
CGSVI VG01012193001| GSVI VT01012193001
Cucsa. 081570| Cucsa. 081570. 1
29630.1000033| 29630. "000808
PGSC0003DNVG400001355| PGSC0003DNT40000343
Potri.004G118900| Potri.004G118900.1
Potri.017G092400| Potri.017G092400.1
Clynal6g10360| Gl ymal6g10360. 1
Cl ynra08g46020| Gl yma08g46020. 1
Clynral89g31550| Gl ymal18g31550. 3
Eucgr. HO0078| Eucgr. HO0078
GSVI VCG01011510001| GSVI VT01011510001
gi | 111226878| ref | XP_001134603. 1|
gi | 66803202| ref | XP_635444, 1|
Vocar20001314m. g| Vocar 20001314 m
Esi 0268 0010
CNVK260C| CVK260CT
gi | 85109350 r ef | XP_962874. 1|
gi | 24308013| ref | NP_055975
gi | 453222763| ref | NP_490888. 2|
gi | 50592988| ref| NP_003357. 2
Esi 0111_0016
Crel2.g509750| Crel2.g509750.t1.2
Vocar20001024nm. g| Vocar 20001024
Crel7.9722800| Crel7.9722800.t1.
CGSVI VG01021441001| GSVI VT01021441001
448827| 448827
Phpat.011G047500| Phpat.011G047500. 1
183257| 183257
Phpat . 004G049300| Phpat. 004G049300
Phpat.003G045700| Phpat. 003G045700
Phpat. 013G074200| Phpat . 013G074200
LCC_Cs019g73550| LOC_Os01g73550. 1
CGRVZN2G167767| GRVZN2G167767_TO1
CGRVZN2G174137| GRVZN2G174137_T01
CGRVZN2G166646| GRVZN2G166646_TO1
LCC_0s01g09560| LOC_Os01g09560. 1
CRVZN2G103725| GRVZN2G103725_T01
CGRVZN2G068336| GRVZN2G068336_T01
AT1G51980
Carubv10008921nm. g| Carubv10008921m
Bra014305| Bra014305
Bra018939| Bra018939
Bra030405| Bra030405
Bra022162| Bra022162
AT3G16480
Carubv10015621m. g| Carubv10015621m
29912.1000079| 29912. m005353
Potri.008G193200| Potri.008G193200.1
Potri.010G036700| Potri.010G036700. 1
LCC 0505944916|LOC 0s05944916. 1
GRNVZN2G005036| GRVZV2G005036_T01
LCC_0s01g53700| LGC_Os01g53700. 1
Potri.001G191100| Potri.001G191100. 1
PGSC0003DNVG400000289| PGSC0003DNT40000078
Cucsa. 116810| Cucsa. 116810. 1
Cucsa. 021700| Cucsa. 021700. 1
Gl ynral3g43000| Gl yral13g43000
Cl ymal5g02390| Gl ymal5g02390
Medt r8g014660| Medt r8g014660
Gl yma07g01720| Gl yna07g01720.
Gl ynra08g21380| Gl yma08g21380.
30146.t000067|30146. m003490
Vedtr8g102230| Medt r 8g102230.
Cl yma05g36040| Gl yma05g36040
Cl yma08g03580| Gl yma08g03580
Gl yma14g13370| Gl yma14g13370.
Eucgr. F03085| Eucgr. F03085. 1
Eucgr. C03704| Eucgr. C03704. 1
GSVIVG01015273001| GSVI VT01015273001
GSVI VG01016955001| GSVI VT01016955001

PRE

PRRR RRRRR




420946| 420946 EEVFVDTVLELNLDEFRTKNVENI LVLGQRPRI FSLQ
440930| 440930 987- - EEVFVDTVLELNLDEFQTKVENI L
CGRVZN2G083984| GRVZN2G083984_TO1
28753.t000003| 28753. m000078
CVQO89C| CVCO89CT
Esi 0011_0084
34269.1000001| 34269. n000014
CRVZN2G007715| GRVZN2G007715_TO01
CGRVZN2G118074| GRVZN2G118074_TO01
CRVZN2G324991| GRVZN2G324991_T03
gi | 17553678 ref | NP_498202. 1]
gi | 71999683 ref | NP_501576. 2|
g| | 46593007 ref | NP_003356. 2|

i]94538354| ref | NP_004270. 2|
CNN104C|CNN104C
gi | 111226358| ref | XP_001134518. 1|
Esi 0098_0070
gi | 85119638| ref | XP_965680. 1|
CGRVZNM5G827505| GRVZN5G827505_TO1
LCC_Cs01g51390| LOC_0s01g51390. 1
Crel2.g523850| Crel2.g523850.t1.2
Vocar20014031m. g| Vocar 20014031
Carubv10000696m. g| Car ubv10000696mn
AT3G02090
Carubv10013366m. g|] Carubv10013366m
Bra021477| Bra021477
Bra039151| Bra039151
146300| 146300
LCC_(s039g11410| LOC_0s03g11410. 1
GRNVZN2G091563| GRVZV2G091563_T01
CGRVZN2G100511| GRVZN2G100511_TO1
Phpat.016G072700| Phpat.016G072700. 1
PGSC0003DNVG400028380| PGSCO003DNT40007295
CGSVI VG01012193001| GSVI VT01012193001
Cucsa. 081570| Cucsa. 081570. 1
29630.1000033| 29630. "000808
PGSC0003DNVG400001355| PGSC0003DNT40000343
Potri.004G118900| Potri.004G118900.1
Potri.017G092400| Potri.017G092400.1
Clynal6g10360| Gl ymal6g10360. 1
Cl ynra08g46020| Gl yma08g46020. 1
Clynral89g31550| Gl ymal18g31550. 3
Eucgr. HO0078| Eucgr. HO0078
GSVI VCG01011510001| GSVI VT01011510001
gi | 111226878| ref | XP_001134603. 1|
gi | 66803202| ref | XP_635444, 1|
Vocar20001314m. g| Vocar 20001314 m
Esi 0268 0010
CNVK260C| CVK260CT
gi | 85109350 r ef | XP_962874. 1|
gi | 24308013| ref | NP_055975
gi | 453222763| ref | NP_490888. 2|
gi | 50592988| ref| NP_003357. 2
Esi 0111_0016
Crel2.g509750| Crel2.g509750.t1.2
Vocar20001024nm. g| Vocar 20001024
Crel7.9722800| Crel7.9722800.t1.
CGSVI VG01021441001| GSVI VT01021441001
448827| 448827
Phpat.011G047500| Phpat.011G047500. 1
183257| 183257
Phpat . 004G049300| Phpat. 004G049300
Phpat.003G045700| Phpat. 003G045700
Phpat. 013G074200| Phpat . 013G074200
LCC_Cs019g73550| LOC_Os01g73550. 1
CGRVZN2G167767| GRVZN2G167767_TO1
CGRVZN2G174137| GRVZN2G174137_T01
CGRVZN2G166646| GRVZN2G166646_TO1
LCC_0s01g09560| LOC_Os01g09560. 1
CRVZN2G103725| GRVZN2G103725_T01
CGRVZN2G068336| GRVZN2G068336_T01
AT1G51980
Carubv10008921nm. g| Carubv10008921m
Bra014305| Bra014305
Bra018939| Bra018939
Bra030405| Bra030405
Bra022162| Bra022162
AT3G16480
Carubv10015621m. g| Carubv10015621m
29912.1000079| 29912. m005353
Potri.008G193200| Potri.008G193200.1
Potri.010G036700| Potri.010G036700. 1
LCC 0505944916|LOC 0s05944916. 1
GRNVZN2G005036| GRVZV2G005036_T01
LCC_0s01g53700| LGC_Os01g53700. 1
Potri.001G191100| Potri.001G191100. 1
PGSC0003DNVG400000289| PGSC0003DNT40000078
Cucsa. 116810| Cucsa. 116810. 1
Cucsa. 021700| Cucsa. 021700. 1
Gl ynral3g43000| Gl yral13g43000
Cl ymal5g02390| Gl ymal5g02390
Medt r8g014660| Medt r8g014660
Gl yma07g01720| Gl yna07g01720.
Gl ynra08g21380| Gl yma08g21380.
30146.t000067|30146. m003490
Vedtr8g102230| Medt r 8g102230.
Cl yma05g36040| Gl yma05g36040
Cl yma08g03580| Gl yma08g03580
Gl yma14g13370| Gl yma14g13370.
Eucgr. F03085| Eucgr. F03085. 1
Eucgr. C03704| Eucgr. C03704. 1
GSVIVG01015273001| GSVI VT01015273001
GSVI VG01016955001| GSVI VT01016955001

PRE

PRRR RRRRR




420946| 420946

440930| 440930

CGRVZN2G083984| GRVZN2G083984_TO1

28753.t000003| 28753. m000078

CVQO89C| CVCO89CT

Esi 0011_0084

34269.1000001| 34269. n000014

CRVZN2G007715| GRVZN2G007715_TO01

CGRVZN2G118074| GRVZN2G118074_TO01

CRVZN2G324991| GRVZN2G324991_T03

gi | 17553678| ref | NP_498202. 1]

gi | 71999683 ref | NP_501576. 2|

g| | 46593007 r ef | NP_003356. 2|
i]94538354| ref [ NP_004270. 2|

CNI\/104C| CVNV104CT

gi|111226358| ref| XP_001134518. 1|

Esi 0098_0070

gi | 85119638| ref | XP_965680. 1|

CGRVZNM5G827505| GRVZN5G827505_TO1

LCC_0s01g51390| LOC_0s019g51390. 1

Crel2.g523850| Crel2.g523850.t1.2

Vocar20014031m. g| Vocar 20014031

Carubv10000696m. g| Car ubv10000696mn

AT3G02090

Carubv10013366m. g|] Carubv10013366m

Bra021477| Bra021477

Bra039151| Bra039151

146300| 146300

LCC_(s039g11410| LOC_0s03g11410. 1

CRNZN2G091563| GRVZNV2G091563_T01

GRNZN2G100511] GRVZV2G100511_T01

Phpat.016G072700| Phpat.016G072700. 1

PGSC0003DNCG400028380| PGSCO003DNT40007295

CSVI VG01012193001| GSVI VT01012193001
Cucsa. 081570| Cucsa. 081570. 1
29630.t000033| 29630. m000808

PGSC0003DNG400001355| PGSCO003DNT40000343

Potri.004G118900| Potri.004G118900.1
Potri.017G092400| Potri.017G092400.1
Clynal6g10360| Gl ymal6g10360. 1

Cl ynra08g46020| Gl yma08g46020. 1
Clynral89g31550| Gl ymal18g31550. 3
Eucgr. HO0078| Eucgr. HO0078. 1

GSVI VCG01011510001| GSVI VT01011510001
gi | 111226878| ref | XP_001134603. 1|

gi | 66803202| ref | XP_635444, 1|
Vocar20001314m. g| Vocar 20001314 m

Esi 0268 0010

CNVK260C| CVK260CT

gi | 85109350 r ef | XP_962874. 1|

gi | 24308013| ref | NP_055975

gi | 453222763| ref | NP_490888. 2|

gi | 50592988| ref| NP_003357. 2|

Esi 0111_0016

Crel2.g509750| Crel2.g509750.t1.2
Vocar20001024nm. g| Vocar 20001024
Crel7.9722800| Crel7.9722800.t1.2
CGSVI VG01021441001| GSVI VT01021441001
448827| 448827

Phpat.011G047500| Phpat.011G047500. 1
183257| 183257

Phpat . 004G049300| Phpat. 004G049300.
Phpat.003G045700| Phpat. 003G045700.
Phpat . 013G074200| Phpat . 013G074200.
LCC_Cs019g73550| LOC_Os01g73550. 1
CGRVZN2G167767| GRVZN2G167767_TO1
CGRVZN2G174137| GRVZN2G174137_T01
CGRVZN2G166646| GRVZN2G166646_TO1
LCC_0s01g09560| LOC_Os01g09560. 1
CRVZN2G103725| GRVZN2G103725_T01
CGRVZN2G068336| GRVZN2G068336_T01
AT1G51980

Carubv10008921nm. g| Carubv10008921m
Bra014305| Bra014305

Bra018939| Bra018939

Bra030405| Bra030405

Bra022162| Bra022162

AT3G16480

Carubv10015621m. g| Carubv10015621m
29912.1000079| 29912. m005353
Potri.008G193200| Potri.008G193200.1
Potri.010G036700| Potri.010G036700. 1
LCC 0505944916| LQOC_ 0505944916 1
GRNVZN2G005036| GRVZV2G005036_T01
LCC_0s01g53700| LGC_Os01g53700. 1
Potri.001G191100| Potri.001G191100. 1

PRE

PGSC0003DNG400000289| PGSCO003DNT40000078

Cucsa. 116810| Cucsa. 116810. 1
Cucsa. 021700| Cucsa. 021700. 1
Cl ynral3g43000| Gl yma13g43000.
Cl ymal5g02390| Gl ymal5g02390.
Medtr8g014660| Medtr8g014660.
Gl yma07901720| Gl yma07g01720.
Gl ynra08g21380| Gl yma08g21380.
30146.t000067|30146. m003490
Vedtr8g102230| Medt r 8g102230.
Cl yma05936040| Gl yma05g36040.
Cl yma08g03580| Gl yma08g03580.
Gl ymal4g13370| Gl yma14g13370.
Eucgr. F03085| Eucgr. F03085. 1
Eucgr. C03704| Eucgr. C03704. 1
GSVIVG01015273001| GSVI VT01015273001
GSVI VG01016955001| GSVI VT01016955001

PRRR RRRRR

455
1197 DEVNTAI RRW: - - VDPDALVI AAAGNLFARI D 1225AVTAESLI HI ANKYLCDRELAVASLGPI ASLPDLL
| HELPDYN- - - W RRgSFWLRY- - - -
--PL EQLAPNEDI AASLSATVPQSKQ- - - - ASR- - -

- Pl ANYPDYN- - - FVKGW NR
- - - PVGGLPDYD- - - WaNRTI| LRQ- -
Sl EGLFDYARI - - - RCI RNAF- - - -
- NLVGFAPKHVLTM LLEEYYLGNQ- -

- DVQFNPDYN- - - WF
- - PL QELPDYN- - - W

-PlLQ
PI QGLPDYN» - - WFRRRTYWLRY- - =~ - - - - - - - 3
-------------- ANENEP| LTAEQYNGI VKQ- - -
- DVSDAPTI ESVGSQLKL
- DRTETI DPRASPDVDEV| QKFRGS

- - - ENYGVPTYECI SEAAGN- KALG- - - - -
SGAPTVVLQEATVQCGLKTTELCGWDGI CDTI AQWK 573LGRR- -
-- DLTDLPTYEHI - CTALSSKDGRLP- - - - - - RTYR 522LFR-
- DI KKLKDLRSL - DCAVAKRDLKYL -

NLGHTPFVDEL- - --------------
NI SEVPQKAEI VANL- - -

- NLSSLPRVDSI AKRFA-
- NLSSLPRVESI AKRFA-




420946| 420946

440930| 440930

CGRVZN2G083984| GRVZN2G083984_TO1
28753.t000003| 28753. m000078
CVQO89C| CVCO89CT

Esi 0011_0084

34269.1000001| 34269. n000014
CRVZN2G007715| GRVZN2G007715_TO01
CGRVZN2G118074| GRVZN2G118074_TO01
CRVZN2G324991| GRVZN2G324991_T03
gi | 17553678| ref| NP_498202. 1]

gi | 71999683| ref | NP_501576. 2|

gi | 46593007 ref | NP_003356. 2|

gi | 94538354 ref | NP_004270. 2|
CVV104C| CMV104CT

gi|111226358| ref| XP_001134518. 1|
Esi 0098_0070

gi | 85119638| ref | XP_965680. 1|
CGRVZNM5G827505| GRVZN5G827505_TO1
LCC_0s01g51390| LOC_0s01951350. 1
Crel2.g523850| Crel2.g523850.t1.2
Vocar20014031m. g| Vocar 20014031
Carubv10000696m. g| Car ubv10000696mn
AT3G02090

Carubv10013366m. g|] Carubv10013366m
Bra021477| Bra021477

Bra039151| Bra039151

146300| 146300

LCC_(s039g11410| LOC_0s03g11410. 1
CGRVZN2G091563| GRVZN2G091563_TO01
CGRVZN2G100511| GRVZN2G100511_TO1
Phpat.016G072700| Phpat.016G072700. 1

PGSC0003DNCG400028380| PGSCO003DNT40007295

CSVI VG01012193001| GSVI VT01012193001
Cucsa. 081570| Cucsa. 081570. 1
29630.t000033| 29630. m000808

PGSC0003DNG400001355| PGSCO003DNT40000343

Potri.004G118900| Potri.004G118900.1
Potri.017G092400| Potri.017G092400.1
Clynal6g10360| Gl ymal6g10360. 1

Cl ynra08g46020| Gl yma08g46020. 1
Clynral89g31550| Gl ymal18g31550. 3
Eucgr. HO0078| Eucgr. HO0078. 1

GSVI VCG01011510001| GSVI VT01011510001
gi | 111226878| ref | XP_001134603. 1|

gi | 66803202| ref | XP_635444, 1|
Vocar20001314m. g| Vocar 20001314 m

Esi 0268 0010

CNVK260C| CVK260CT

gi | 85109350 r ef | XP_962874. 1|

gi | 24308013| ref | NP_055975

gi | 453222763| ref | NP_490888. 2|

gi | 50592988| ref| NP_003357. 2|

Esi 0111_0016

Crel2.g509750| Crel2.g509750.t1.2
Vocar20001024nm. g| Vocar 20001024
Crel7.9722800| Crel7.9722800.t1.2
CGSVI VG01021441001| GSVI VT01021441001
448827| 448827

Phpat.011G047500| Phpat.011G047500. 1
183257| 183257

Phpat . 004G049300| Phpat. 004G049300.
Phpat.003G045700| Phpat. 003G045700.
Phpat . 013G074200| Phpat . 013G074200.
LCC_Cs019g73550| LOC_Os01g73550. 1
CGRVZN2G167767| GRVZN2G167767_TO1
CGRVZN2G174137| GRVZN2G174137_T01
CGRVZN2G166646| GRVZN2G166646_TO1
LCC_0s01g09560| LOC_Os01g09560. 1
CRVZN2G103725| GRVZN2G103725_T01
CGRVZN2G068336| GRVZN2G068336_T01
AT1G51980

Carubv10008921nm. g| Carubv10008921m
Bra014305| Bra014305

Bra018939| Bra018939

Bra030405| Bra030405

Bra022162| Bra022162

AT3G16480

Carubv10015621m. g| Carubv10015621m
29912.1000079| 29912. m005353
Potri.008G193200| Potri.008G193200.1
Potri.010G036700| Potri.010G036700. 1
LCC_0s05g44916| LOC_Os05g44916. 1
GRVZN2G005036| GRVZN2G005036_TO1
LCC_0s01g53700| LGC_Os01g53700. 1
Potri.001G191100| Potri.001G191100.1

PRE

PGSC0003DNG400000289| PGSCO003DNT40000078

Cucsa. 116810| Cucsa. 116810. 1
Cucsa. 021700| Cucsa. 021700. 1
Cl ynral3g43000| Gl yma13g43000.
Cl ymal5g02390| Gl ymal5g02390.
Medtr8g014660| Medtr8g014660.
Gl yma07901720| Gl yma07g01720.
Gl ynra08g21380| Gl yma08g21380.
30146.t000067|30146. m003490
Vedtr8g102230| Medt r 8g102230.
Cl yma05936040| Gl yma05g36040.
Cl yma08g03580| Gl yma08g03580.
Gl ymal4g13370| Gl yma14g13370.
Eucgr. F03085| Eucgr. F03085. 1
Eucgr. C03704| Eucgr. C03704. 1
GSVIVG01015273001| GSVI VT01015273001
GSVI VG01016955001| GSVI VT01016955001

PRRR RRRRR






