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gi | 164426626]| ref| XP_957576. 2 ‘I AAFI Sy Al VYAFHAGVLVTHVG‘LAL
gi | 17506801| ref | NP_492758. 1

Csa: LCC_Cs059g50660

Bra: Bra026152

Bra: Bra026776

AT1G15240.

Cru: Carubv10008179m

Csa: Cucsa. 359160. 1

M r: Medtr4g012920

Crma: Gl yma08g21950

Crma: Gl yma07g00690

Egr: Eucgr. F03028

Vvi : GSVIVT01017080001

Rco:30146. m003594| 30146. m003594
Ptr:Potri.003G053200
Ptr:Potri.001G183100synonym: PCPTR_0001s1
Ppa: Ppls67_32V6. 1|

Ppa: Ppls7_51V6. 1

Ppa: Ppls48_155V6. 1

Ppa: Ppls68_34V6. 1

Smo: 413327413327

Zmra: GRVZN2G026442_T01

Csa: LCC_Cs11g06040

Egr: Eucgr. C01512

Crra: Gl ynra209g01140

M r: NVedtr4g087210

Crra: Gl yra02g15445

Cma: Gl yma07g33040

Bra: Bra015246

Cru: Carubv10012892nm

AT2C15900

Cru: Carubv10012885m

Csa: Cucsa. 220190

Vvi : GSVI VT01031845001

Rco: 29851. n002502| 29851. 002502
Ptr:Potri.009G108300
Ptr:Potri.004G146600
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gi | 17506801| ref | NP_492758. 1
Csa: LCC_Cs059¢50660

Bra: Bra026152

Bra: Bra026776

AT1G15240.

Cru: Carubv10008179m

Csa: Cucsa. 359160. 1

Mr: NVedtr4g012920

Crra: Gl yra08g21950

Cma: Gl yrra07900690

Egr: Eucgr. F0302

Vvi GSVI \/TDlDl?OBDOOl
Rco:30146. m003594| 30146. m003594
Ptr:Potri.003G053200
Ptr:Potri. 00161831005yn0nyn’: PCPTR_0001s1
Ppa: Ppls67_32V6. 1|

Ppa: Ppls7_51V6. 1

Ppa: Ppls48_155V6. 1

Ppa: Pp1s68_34V6. 1

Smo: 413327[ 413327

Zma: GRVZN2G026442_T01

Csa: LCC_Cs11g06040

Egr: Eucgr. C01512

Gra: Gl yma20901140

Mt r: MVedtr4g087210

Crra: Gl ynra02g15445

Crra: Gl ynra079g33040

Bra: Bra015246

Cru: Carubv10012892m
AT2C15900

Cru: Carubv10012885m

Csa: Cucsa. 220190

Vvi : GSVI VT01031845001

Rco: 29851. n002502]| 29851. 002502
Ptr: Potri.009G108300
Ptr:Potri.004G146600
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gi | 17506801| ref | NP_492758. 1
Csa: LCC_Cs059¢50660

Bra: Bra026152

Bra: Bra026776

AT1G15240.

Cru: Carubv10008179m

Csa: Cucsa. 359160. 1

Mt r: MVedtr4g012920

Crra: Gl ymra08g21950

Crra: Gl yra079g00690

Egr: Eucgr. F03028

Vvi : GSVIVT01017080001
Rco:30146. m003594| 30146. m003594
Ptr:Potri.003G053200
Ptr:Potri.001G183100synonymr: PCPTR_0001s1
Ppa: Ppls67_32V6. 1|

Ppa: Ppls7_51V6. 1

Ppa: Ppls48_155V6. 1

Ppa: Pp1s68_34V6. 1

Smo: 413327] 413327

Zma: GRVZN2G026442_T01

Csa: LCC_Cs119g06040

Egr: Eucgr. CG01512

Crma: Gl yma20g01140

Mr: MVedtr4g087210

Crra: Gl ynra02915445

Crra: Gl yma07g33040

Bra: Bra015246

Cru: Carubv10012892m
AT2C15900

Cru: Carubv10012885nm

Csa: Cucsa. 220190

Vvi : GSVIVT01031845001

Rco: 29851. m002502| 29851. 002502
Ptr:Potri.009G108300
Ptr:Potri.004G146600
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gi | 17864088| ref | NP_055947. 1|
YVL104C

i1164426626| ref | XP_957576. 2

gi | 17506801| ref | NP_492758. 1|
Csa: LCC_Cs059¢50660

Bra: Bra026152

Bra: Bra026776

AT1G15240.

Cru: Carubv10008179m

Csa: Cucsa. 359160. 1

M r: Medtr4g012920

Crra: Gl yra08g21950

Crma: Gl yma07g00690

Egr: Eucgr. F03028

Vvi : GSVIVT01017080001

Rco:30146. m003594| 30146. m003594
Ptr:Potri.003G053200
Ptr:Potri.001G183100synonymr: PCPTR_0001s1
Ppa: Ppls67_32V6. 1|

Ppa: Ppls7_51V6. 1

Ppa: Ppls48_155V6. 1

Ppa: Pp1s68_34V6. 1

Smo: 413327] 413327

Zma: GRVZN2G026442_T01

Csa: LCC_Cs11g06040

Egr: Eucgr. CG01512

Gra: Gl yma20901140

Mt r: MVedtr4g087210

Crra: Gl ynra02g15445

Crra: Gl ynra079g33040

Bra: Bra015246

Cru: Carubv10012892m

AT2C15900

Cru: Carubv10012885m

Csa: Cucsa. 220190

Vvi : GSVI VT01031845001

Rco: 29851. n002502]| 29851. 002502
Ptr:Potri.009G108300
Ptr:Potri.004G146600

gi | 17864088| ref | NP_055947. 1|
YNML104C

gi | 164426626| ref | XP_957576. 2
gi | 17506801| ref | NP_492758. 1|
Csa: LCC_Cs059¢50660

Bra: Bra026152

Bra: Bra026776

AT1G15240.

Cru: Carubv10008179m

Csa: Cucsa. 359160. 1

Mt r: MVedtr4g012920

Crra: Gl ymra08g21950

Crra: Gl yrraO?gOOGQO

Egr: Eucgr. F03028

Vvi GSVI VT01017080001

Rco:30146. m003594| 30146. m003594
Ptr:Potri.003G053200
Ptr:Potri.001G183100synonym: PCPTR_0001s1
Ppa: Ppls67_32V6. 1|

Ppa: Ppls7_51V6. 1

Ppa: Ppls48_155V6. 1

Ppa: Pp1s68_34V6. 1

Smo: 413327] 413327

Zma: GRVZN2G026442_T01

Csa: LCC_Cs11g06040

Egr: Eucgr. G01512

Crma: Gl yma20g01140

M r: MVedtr4g087210

Crra: Gl ynra02915445

Crra: Gl yma07g33040

Bra: Bra015246

Cru: Carubv10012892m

AT2C15900

Cru: Carubv10012885nm

Csa: Cucsa. 220190

Vvi : GSVIVT01031845001

Rco: 29851. m002502]| 29851. 002502
Ptr:Potri.009G108300
Ptr:Potri.004G146600

gi | 17864088| ref | NP_055947. 1|
YML104C

gi | 164426626| ref | XP_957576. 2
gi | 17506801| ref | NP_492758. 1|
Csa: LCC_Cs059g50660

Bra: Bra026152

Bra: Bra026776

AT1G15240.

Cru: Carubv10008179m

Csa: Cucsa. 359160. 1

Mr: MVedtr4g012920

Crra: Gl ynra089g21950

Crra: Gl ymra07g00690

Egr: Eucgr. F03028

Vvi : GSVIVT01017080001

Rco:30146. m003594| 30146. n003594
Ptr:Potri.003G053200

Ptr:Potri. 001G1831005yn0nyrr: PCPTR_0001s1
Ppa: Pp1s67_32V6. 1|

Ppa: Ppls7_51V6.1

Ppa: Ppls48_155V6. 1

Ppa: Pp1ls68_34V6. 1

Smo: 413327] 413327

Zmra: GRVZN2G026442_T01

Csa: LCC_Cs11g06040

Egr: Eucgr. G01512

Crma: Gl yma20g01140

Mt r: Medtr4g087210

Gra: Gl yra02915445

Crra: Gl ynra079g33040

Bra: Bra015246

Cru: Carubv10012892m

AT2G15900

Cru: Carubv10012885m

Csa: Cucsa. 220190

Vvi : GSVI VT01031845001

Rco:29851. n002502| 29851. m002502
Ptr:Potri.009G108300

Ptr: Potri.004G146600
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gi | 17864088 ref | NP_055947. 1
YML104C

i 1164426626 ref | XP_957576. 2
gi | 17506801 ref | NP_492758. 1

Csa:
Bra:
Bra:

LCC_Cs05g50660
Bra026152
Bra026776

AT1G15240.

Cru:
Csa:
Mo
Crra:
Cra:
Egr:
: GSVIVT01017080001

Vvi

Rco:
Ptr:
Ptr:
:Ppls67_32V6. 1|
:Ppls7_51V6. 1
:Ppls48_155V6. 1
:Ppls68_34V6. 1
:413327[413327

: GRVZN2G026442_T01
:LCC_Cs11g06040

: Eucgr.
Gl yma20901140

: Medtr4g087210

: Gl yma02g15445

: Gl yma07g33040
:Bra015246

u: Carubv10012892m

Carubv10008179m
Cucsa. 359160. 1
Vedtr 49012920
Gl yra08g21950
Gl ymra07g00690
Eucgr. F03028

30146. m003594| 30146. m003594

Potri.003G053200
Potri.001G183100synonym: PCPTR_0001s1

C01512

AT2C15900

Cru:

Csa:
:GSVIVT01031845001

Vvi

Rco:
Ptr:
Ptr:

Carubv10012885m
Cucsa. 220190

29851.m002502| 29851. m002502
Potri.009G108300
Potri.004G146600

gi | 17864088| ref | NP_055947. 1
YNML104C

i | 164426626] ref | XP_957576. 2
gi | 17506801 ref | NP_492758. 1

Csa:
Bra:
Bra:

LCC_Cs05950660
Bra026152
Bra026776

AT1G15240.

Cru:
Csa:
Mr:
Crra:
Crra:
Egr:
: GSVI VT01017080001

Vvi

Rco:
Ptr:
Ptr:
1 Pp1s67_32V6. 1]
:Ppls7_51V6. 1
:Ppls48_155V6. 1
:Ppls68_34V6. 1
:413327[ 413327

: GRVZNV2G026442_T01
:LCC_Cs11g06040

: Eucgr.
: Gl yma20g01140

: Medtr4g087210

1 Glyma02g15445

: Gl yma07g33040
:Bra015246

u: Carubv10012892m

Carubv10008179m
Cucsa. 359160. 1
Vedtr 49012920
Gl ymra08g21950
Gl yrraO?gOOGQO
Eucgr. F03028

30146. m003594| 30146. m003594

Potri.003G053200
Potri.001G183100synonym: PCPTR_0001s1

G01512

AT2C15900

Cru:

Csa:
: GSVIVT01031845001
Rco:
Ptr:
Ptr:

Vvi

Carubv10012885m
Cucsa. 220190

29851. m002502| 29851. m002502
Potri.009G108300
Potri.004G146600

gi | 17864088| ref | NP_055947. 1
YML104C

i | 164426626] ref | XP_957576. 2
gi | 17506801 ref | NP_492758. 1

Csa:
Bra:
Bra:

LCC_Cs05g50660
Bra026152
Bra026776

AT1G15240.

Cru:
Csa:
Mor:
Crra:
Crra:
Egr:
: GSVIVT01017080001

Vvi

Rco:
Ptr:
Ptr:
:Ppls67_32V6. 1|
:Ppls7_51V6. 1
:Ppls48_155V6. 1
:Ppls68_34V6.1
1413327] 413327

: GRVZN2G026442_TO01
:LCC_Cs11g06040

: Eucgr.
: Gl yma20g01140

: Medtr4g087210
Gl yra02915445

1 Gl yma07g33040
:Bra015246

u: Carubv10012892m

Carubv10008179m
Cucsa. 359160. 1
Medtr4g012920
Gl yra08g21950
Gl ymra07g00690
Eucgr. F03028

30146.m003594| 30146. m003594

Potri.003G053200
Potri . 001G1831005yn0nyrr: PCPTR_0001s1

G01512

AT2G15900

Cru:
Csa:
: GSVIVT01031845001

Vvi

Rco:
Ptr:
Ptr:

Carubv10012885m
Cucsa. 220190

29851. m002502| 29851. n002502
Potri.009G108300
Potri.004G146600
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gi | 17864088 ref | NP_055947. 1
YML104C

i 1164426626 ref | XP_957576. 2
gi | 17506801 ref | NP_492758. 1

Csa:
Bra:
Bra:

LCC_Cs05g50660
Bra026152
Bra026776

AT1G15240.

Cru:
Csa:
Mo
Crra:
Cra:
Egr:
: GSVIVT01017080001

Vv

Rco:
Ptr:
Ptr:
:Ppls67_32V6. 1|
:Ppls7_51V6. 1
:Ppls48_155V6. 1
:Ppls68_34V6. 1
:413327[413327

: GRVZN2G026442_T01
:LCC_Cs11g06040

: Eucgr.
Gl yma20901140

: Medtr4g087210

: Gl yma02g15445

: Gl yma07g33040
:Bra015246

u: Carubv10012892m

Carubv10008179m
Cucsa. 359160. 1
Vedtr 49012920

Gl yra08g21950
Gl ymra07g00690
Eucgr. F03028

30146. m003594| 30146. m003594

Potri.003G053200
Potri.001G183100synonym: PCPTR_0001s1

C01512

AT2C15900

Cru:

Csa:
:GSVIVT01031845001

Vvi

Rco:
Ptr:
Ptr:

Carubv10012885m
Cucsa. 220190

29851.m002502| 29851. m002502
Potri.009G108300
Potri.004G146600

gi | 17864088| ref | NP_055947. 1
YNML104C

i | 164426626] ref | XP_957576. 2
gi | 17506801 ref | NP_492758. 1

Csa:
Bra:
Bra:

LCC_Cs05950660
Bra026152
Bra026776

AT1G15240.

Cru:
Csa:
Mr:
Crra:
Crra:
Egr:
:GSVIVT01017080001

Vv

Rco:
Ptr:
Ptr:
1 Pp1s67_32V6. 1]
:Ppls7_51V6. 1
:Ppls48_155V6. 1
:Ppls68_34V6. 1
:413327[ 413327

: GRVZNV2G026442_T01
:LCC_Cs11g06040

: Eucgr.
: Gl yma20g01140

: Medtr4g087210

1 Glyma02g15445

: Gl yma07g33040
:Bra015246

u: Carubv10012892m

Carubv10008179m
Cucsa. 359160. 1
Vedtr 49012920
Gl ymra08g21950
GIynaO?gOOGQO
Eucgr. F03028

30146. m003594| 30146. m003594

Potri.003G053200
Potri.001G183100synonym: PCPTR_0001s1

G01512

AT2C15900

Cru:

Csa:
: GSVIVT01031845001
Rco:
Ptr:
Ptr:

Vvi

Carubv10012885m
Cucsa. 220190

29851. m002502| 29851. m002502
Potri.009G108300
Potri.004G146600

gi | 17864088| ref | NP_055947. 1
YML104C

i | 164426626] ref | XP_957576. 2
gi | 17506801 ref | NP_492758. 1

Csa:
Bra:
Bra:

LCC_Cs05g50660
Bra026152
Bra026776

AT1G15240.

Cru:
Csa:
Mor:
Crra:
Crra:
Egr:
: GSVIVT01017080001

Vvi

Rco:
Ptr:
Ptr:
:Ppls67_32V6.
:Ppls7_51V6. 1
:Ppls48_155V6. 1
:Ppls68_34V6.1
1413327] 413327

: GRVZN2G026442_TO01
:LCC_Cs11g06040

: Eucgr.
: Gl yma20g01140

: Medtr4g087210
Gl yra02915445

1 Gl yma07g33040
:Bra015246

u: Carubv10012892m

Carubv10008179m
Cucsa. 359160. 1
Medtr4g012920
Gl yra08g21950
Gl ymra07g00690
Eucgr. F03028

30146.m003594| 30146. m003594

Potri.003G053200
Potri . 001G1831005yn0nyrr: PCPTR_0001s1

G01512

AT2G15900

Cru:
Csa:
: GSVIVT01031845001

Vvi

Rco:
Ptr:
Ptr:

Carubv10012885m
Cucsa. 220190

29851. m002502| 29851. n002502
Potri.009G108300
Potri.004G146600
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