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440900| 440900
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Bra015047| Bra015047
Bra022819| Bra022819
Potri.012G017600| Potri.012G017600. 1
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GRVZN2G415007| GRVZN2G415007_TO1
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Phpat. 003G101600| Phpat . 003G101600. 1
Phpat.010G067200| Phpat.010G067200. 1
440900| 440900
Bra028521| Bra028521
Bra015047| Bra015047
Bra022819| Bra022819
Potri.012G017600| Potri.012G017600. 1
CGRVZN2G114793| GRVZN2G114793_TO01
GRVZN2G415007| GRVZN2G415007_TO1
LCC_0s02g02410| LOC_0s029g02410. 1
PGSC0003DVG400018544| PGSC0003DNT40004771
Gl ynra08g02960| Gl yma08g02960. 1
Cl ynra05936600| Gl yma05936600. 1
Cl ynra05936620| Gl yma05936620. 1
Cl yma08g02940| Gl yma08g02940. 1
PGSC0003DNG400012254| PGSCO003DNT40003193
CGSVI VG01019607001| GSVI VT01019607001
Eucgr. E01024| Eucgr. E01024. 1
Cucsa. 303940| Cucsa. 303940. 1
30068.1000021| 30068. n002531
Potri.001G087500| Potri.001G087500. 1
Potri.003G143600| Potri.003G143600.1
CwW163C
Cre06.9250100| Cre06.9g250100.t1.2
Vocar 20003521m. g| Vocar 20003521 m
230659| 230659
Phpat . 004G105700| Phpat . 004G105700.
Phpat.007G061700| Phpat.007G061700.
Phpat.007G061800| Phpat. 007G061800.
Phpat. 007G061900| Phpat . 007G061900.
Phpat . 026G035400| Phpat . 026G035400.
Carubv10028629m. g| Carubv10028629m
Carubv10004245nm. g| Carubv10004245m
Bra013786| Bra013786
Bra019231| Bra019231
Bra002461| Bra002461
Bra010498| Bra010498
267815| 267815
LCC_0s05g23740| LOC_Os05g23740. 1
CGRNZN2G079668| GRVZV2G079668_T01
CRVZN2G111475| GRVZNV2G111475_T01
Cucsa.079370| Cucsa. 079370. 1~
LCC_0s129g14070| LOC_Os12g14070. 1
GSVI VG01026014001| GSVI VT01026014001
Eucgr. G00235| Eucgr. G00235
PGSC0003DNG400024887| PCSC0003DNT40006403
Gl ymal16g00410| Gl yma16g00410. 1
Cucsa. 266110| Cucsa. 266110. 1
Medtr29g005690| Medt r 2g005690. 1
Eucgr.102771| Eucgr.102771.1
Potri.003G006300[ Potri.003G006300. 1
Potri.004G224400| Potri.004G224400.1
29765.1000021| 29765. m000739
GSVI VG01008331001| GSVI VT01008331001
gi | 66800557| ref | XP_629204. 1|
YJR045C
g| | 164426355| ref| XP_961753. 2|
i|24234688| ref| NP_004125. 3|

g| | 299469993 emb| CBN79170. 1|
CVL205C
Cre09.g393200| Cre09.9g393200.t1.2
Vocar 20005243n. g| Vocar 20005243
168287| 168287
Phpat.001G091000| Phpat.001G091000.
Phpat.001G091100| Phpat.001G091100.
Phpat. 002G052800| Phpat . 002G052800.
Phpat . 002G053100| Phpat . 002G053100.
GRVZN2G365374| GRVZN2G365374_TO1
LCC_0s09g31486| LOC_Os09g31486. 1
LCC_0s09g31486| LOC_0s099g31486. 2
Bra010620| Bra010620
Bra011794| Bra011794
AT4G37910
Carubv10006443m. g| Carubv10006443m
Eucgr. G01045| Eucgr. G01045. 1
PGSCODO3DNC400003122| PGSC0003DNT40000809
PGSC0003DNVG400010677| PGSCO003DNT40002770
AT5G09590
Carubv10013121nm. g| Carubv10013121m
Bra006027| Bra006027
Bra028628| Bra028628
CGRVZN2G153815| GRVZN2G153815_TO01
LCC_0s029g53420| LOC_0s02g53420. 1
LCC_0s03g02260| LOC_0s03g02260.
GSVI VG01006769001| GSVI VT01006769001
29804.1000060| 29804. n001529
Potri.001G285500| Potri.001G285500.1
Potri.009G079700| Potri.009G079700. 1
Eucgr. | 02583| Eucgr. | 02583.
Vedt r2g010020| Medt r2g010020. 1
GSVI VG01038517001| GSVI VT01038517001
Cucsa. 331940| Cucsa. 331940. 1
Medt r 49g092920| Medtr4g092920. 1
Cl yma07g30290| Gl yma07g30290. 1
Gl yma08g06950| Gl yma08g06950. 1

1

1

A

B e

Gl ynral39g32790| Gl yma13g32790.
Gl ynal59g06530| Gl ymal5g06530.







