CVB021C| CVBO21CT
CMV086C| CMWO086CT

gi | 17555558 ref | NP_497429. 1]
gi | 31542947

YLR259C
gi | 164428039
gi | 66806233

CNQ270C| CNG270CT
405358]| 405358
Esi 0161_0060
GRNZN2GO| GRVZN2G074790_TO1
LCC_Cs05g46290| LOC_0s05946290. 1

Cucsa. 360540| Cucsa. 360540. 1

Medt r8g017080| Medtr8g017080. 1
Clynra079g01190| Gl yma07g01190. 1

Cl ynra08g20560| Gl yma08g20560. 1

Cl yna08920560| Gl yna08g20560 2

Eucgr. F03134]| Eucgr. F03134

CSVI VC01016859001\ GSVI \/T01016859001
Bra001524| Bra001524

AT3CG13860
Carubv10013333m. g| Carubv10013333m
PGSC0003DNVG400002585| PGSCO003DNT40000664
Potri.003G037400| Potri.003G037400.1
28694.1000010| 28694. m000667
Potri.003G039600| Potri.003G039600. 1
74977| 74977

Bra021836| Bra021836

Cre06.9g309100| Cre06.g309100.t1.2
Vocar20007800n. g| Vocar 20007800m
Bra005514| Bra005514

Bra022931| Bra022931

AT2G33210

Carubv10022887m. g| Carubv10022887m

Cucsa. 078710 Cucsa. 078710. 1
LCC_0s03g04970| LOC_0s03g04970. 1
CGRNZN2G458208| GRVZV2G458208_T01
CGRNZN2G416120| GRVZV2G416120_T01
LCC_0s10g32550| LOC_ 0510932550 1
PotTi.002G252900| Potri.002G252900. 1
PGSC0003DNMG400011575| PGSCO003DNT40003026
Bra001934| Bra001934

AT3G23990

Carubv10013241nm. g| Carubv10013241m
PGSC0003DNG401027165| PGSCO003DNT40006985
30204.t000086| 30204. 001817
Potri.001G054400| Potri.001G054400.1
Potri.003G173900| Potri.003G173900.1

Cl ymal0g25630| Gl ymal0g25630. 1

Gl yma20919980| Gl yma20919980. 1

Gl ynral09g33680| Gl ymal10g33680. 1

Gl ynra20933910| Gl yma20g33910. 1
Medtr1g090130| Medt r 1g090130. 1

Medt r 1g090140| Medtr1g090140. 1
29904.1000134| 29904. r003020

CGSVI VG01029025001| GSVI VT01029025001
Cucsa. 383180| Cucsa. 383180. 1

Eucgr. H02866| Eucgr. H02866. 1

85251| 85251

Phpat . 020G069000| Phpat .
Phpat . 013G023400| Phpat .
Phpat . 004G086700| Phpat .
Phpat . 026G009800| Phpat .

020G069000.
013G023400.
004G086700.
026G009800.
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Carubv10013241m. g| Carubv10013241m
PGSC0003DNG401027165| PGSCO003DNT40006985
30204.t000086| 30204. n001817
Potri.001G054400| Potri.001G054400. 1
Potri.003G173900| Potri.003G173900.1

Cl ymal0g25630| Gl ymal0g25630. 1

Cl yma20g19980| Gl yma20g19980.
Gl yma10933680| Gl yma10933680.
Gl ynra209g33910| Gl ymra20g33910
Medtr19g090130| Medtr1g090130.
Vedtr19090140| Medt r 1g090140.
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30204.t000086| 30204. n001817
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Carubv10013241nm. g| Carubv10013241m
PGSC0003DNG401027165| PGSCO0003DNT40006985
30204.t1000086| 30204. n001817
Potri.001G054400| Potri.001G054400. 1
Potri.003G173900| Potri.003G173900. 1

Cl ynral09g25630| Gl ymal0g25630. 1

Cl yma20g19980| Gl yma20g19980.
Cl ymal0g33680| Gl ymal0g33680.
Gl yma20g33910| Gl yma20g33910.
Medt r 1g090130| Medt r 1g090130.
Medtr19g090140| Medtr1g090140.
29904.1000134| 29904. nr003020
CGSVI VG01029025001| GSVI VT01029025001
Cucsa. 383180| Cucsa. 383180.

Eucgr. H02866] Eucgr. H02866. 1
85251| 85251

Phpat. 020G069000| Phpat . 020G069000.
Phpat . 013G023400| Phpat. 013G023400.
Phpat . 004G086700| Phpat. 004G086700.
Phpat . 026G009800| Phpat. 026G009800.

it

PR

Y=ACSEI N R 149|_
HA KQ

‘VGQLLRAEI R- - KL u
QULYSQ

rSbRCATRCU: M quop - 65 e BRI

G - —TI
E -»EYS

11 v
..................... 0---- NI ARANEKCKHCVI T

VARDAV VSIS L KA “H! NA!!*MEEF 186|ame ARAVEKV
q#v@ L K=="KRAL NI E ! 2EI G
AGNNAI\/EL el

L AVDHV)YFHL K- - NRAKVI' STSE[ZI SQVATVSANGDK 154E| GDLVARKAVERVCK
A VYNANHL GI KLAVDT

K| LK- - SRARM STFE | AQVCTASANGDR 170El GELI AKANESVCK
AR A

187

AQVGTI 187

Y NANVDL RRGI AQVGTI 187d]
=VNANDL RRGI AQVGTI 187[3]
AQVGTI 189[d]

189]

AQVGTI
AUV

@)
AQVGTI
AQVGTI

AQVGTI 186
AQV ER 2
187
RV STSEEI AQVGTI 187(3

JANATNDYAGDGT TCATVL Ti@A| RNV STSEEI AQVGTI 187(a
ANATN%AGDGTTCATVLT Al FREGC RNV STSEEI AQVGTI 187(l
JANATNDVAGDGTTCATVLTRAI FTEGCI RN STSEEI AQVGTI 187(4
ANATNDVAGDCTTCATVLTRAI FTEGCI 3| S SRARNI STSEEI AQV! 187(3

JANATNDVAGDGT T CAT| NA|l FTEGCI 3| 187(3
JANATNDVAGDGT T CAT| AI FTEGCK] 3| NNVAVDAVVTNL 187(3
IJANATNDVAGDGT T CAT| AI FEGCI HACVNANVDL RRGI NVAVDAVVTEL 187(a
ANATNDVAGDCTTCAT LTRAI FTEGCI BACVNANDL RRGI NVAVDAVVTNL 187(l

187(4

LTRAI FIy

ANATNDVAGDCTTCAT LTRAI FTEGCK| 3| 187(3
JANATNDVAGDGT T CATVLRRAI FRaEGCI SIAL 1693l
JANATNDVAGDGTT] ‘VATVLhRAI FTEGCI 1713
Al TND\/AGDCTT%ATVL RAI FIaEGCI 3| NVl STSEEI AQVGTI SANGE RESEEIE |

B TNDVAGDGTTCATVLTRAI FYEGCI 3| NVl STSEEI AQVGTI 1863

------- e v yARM STSEEI AQVGTI
T VEESQyl TDDY| El [ogad NV- RElgl Pl |maQCVEDK I Dy T Gz VVRGMEGV L
SLEEGKS QTQL TS‘EH! E;JR‘EW VKQBLEPVLTEVS B g m Ml
Y Q LR | DQaaT| Rk Vel
K

401BA
F 237R!§
EKPLIL

=FD 233mxV)

T
TLDNELEVVEGNKLRGYI SPYFI T[BQKT]
o . P R ——

[BNK
TTLVI NKHHAGI K
NRIa[@ ATIVK]

D L Vv K DAL A
TDG E NKLA SPYFI TDKKTQKCELE 56 NPLI LI YBKR I SDN— NSLLRVLEL
’\!!H Y ' SL| AV VA w e !@
DCNTLDNEI NS L E!Eak H !ﬁ!!ﬁt'?&
EGLI' TTVWDGQRL HNELT! Hi | SFA- QKLAPVL IIKKLERPLEI WAEDVEGEALASLVVNKVRGGLKVAA
G\/I
V

VQCGN LFNEI\/E EGNKI DRGYRSPLFITNEKYQTCELE 23DDPLI L HEEEI TEP- DSTSTVLESALR

TNQK] A » SEAL Ayl |
SPYFI TNQK| QKCELE LLI VAE Lﬁuu LNKLRAGI
(= LATLI LNKLRARI
KTQKCELE] |
KINQKCEL E]
SPYFI TNQKINQKCELs;

SPYFI T

SPYFI TEE QKCELE] LLI VAED

'VK\/LELALK QRPLLI ED\/ESEALATLI LNKLRAGI
K VKVLELALK QRPLLI VAEDVESEALATLI LNKLRAGI
KLDRGYI VKVLELALKRQRPLLI VAEDVESEALATLI LNKLRAGI
KLDRGYI ANATVKVLELALKRQRSLL| BJAEDVESEALATLI LNKLRAGI
@NAI VKVLELALKRQRPLLI uAEDVES BALATLI LNKLRAGI
gNAI VKVLELALKRQRPLLI VAEDVES[BALATLI LNKLRAGI
gNAl VKVLELALKRQRSLLI VAEDVES[BALATLI LNKLRAGI
BINAI VKVLELALKR®QRPLLI VAEDE: LATLI LNKLRAGI
SPYFI TNCK|
SPYFI TNQK] yVKVLELALKRQRPLL| gJAEDVESEALATLI LNKLRAGI
SPYFI TNQKTQI VKVLEgAL KgQRPLLI VAEDVESEALATLI LNKLRAGI
SPYFI TNQKIYQKCEL E L LATLI LNKLRAGI
SPYFI TNQKINQKCEL E LATLI LNKLRAGI
YA Ry

KEGVI TIYSDGKTL[NEL EVVEGVKLDRGYI
KEGVI T\YSDGKTL[ENEL EVVEGNVKLDRGYI 246NgV{ENl



CMB021C| CVB021CT
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gi | 164428039
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CNQ270C| CNG270CT
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Esi 0161_0060

GRNZN2GO| GRVZN2G074790_T01
LCC_Os05g46290| LOC_0s05946290. 1
Cucsa. 360540 Cucsa. 360540.
Medtr8g017080| Medt r8g017080. 1
Gl yma07901190| Gl yma07g01190. 1
Gl ynra08g20560| Gl yma08g20560. 1
Cl ynra08g20560| Gl yma08g20560. 2
Eucgr. F03134| Eucgr. F03134.1

CGSVI VG01016859001| GSVI VT01016859001
Bra001524| Bra001524

AT3CG13860
Carubv10013333m. g| Carubv10013333n
PGSC0003DNG400002585| PGSCO003DNT40000664
Potri.003G037400| Potri.003G037400.1
28694.1000010| 28694. m000667
Potri.003G039600| Potri.003G039600.1
74977| 74977

Bra021836| Bra021836

Cre06.9309100| Cre06.9309100.t1.2

Vocar 20007800n. g| Vocar 20007800m
Bra005514| Bra005514

Bra022931| Bra022931

AT2G33210

Carubv10022887m. g\carubv10022887n

Cucsa. 078710| Cucsa. 078710.
LCC_C0s03g04970| LCC, 0503904970 1
GRNZN2G458208| GRVZV2G458208_T01
CGRNZN2G416120] GRVZV2G416120_T01
LCC_0s10932550| LGC _0s10932550. 1
PotTi.002G252900| Potri.002G252900. 1
PGSC0003DNC400011575\ PGSC0003DNT40003026
Bra001934| Bra001934

AT3G23990

Carubv10013241m. g| Carubv10013241m
PGSC0003DNG401027165| PGSCO003DNT40006985
30204.t000086| 30204. n001817
Potri.001G054400| Potri.001G054400. 1
Potri.003G173900| Potri.003G173900.1

Cl ymal0g25630]| Gl yna10g25630. 1

Cl yma20g19980| Gl yma20g19980.
Gl yma10933680| Gl yma10933680.
Gl ynra209g33910| Gl ymra20g33910
Medtr19g090130| Medtr1g090130.
Medtr1g090140| Medtr1g090140.
29904.1000134| 29904. r003020

CGSVI VG01029025001| GSVI VT01029025001
Cucsa. 383180 Cucsa. 383180. 1

. H02866| Eucgr. H02866. 1

85251| 85251

.020G069000| Phpat. 020G069000.
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Phpat. 026G009800| Phpat. 026G009800.
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