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Species group
Cyanidioschyzon merolae red algae
Dictyostelium discoideum  slime mould
Homo sapiens mammal
Caenorhabditis elegans nematode
Neurospora crassa fungi
Saccharomyces cerevisiae yeast
Selaginella moellendorffii lycopod
m— Zea mays. monocot
— Oryza sativa monocot
Tim54 Solanum tuberosum dicot
PRAT1&2 Vitis vinifera dicot
PRAT5 Eucalyptus grandis dicot
imp1 Brassica rapa dicot
imp2 Capsella rubella dicot
;°g’21 Arabidopsis thaliana dicot
miHisp70 Medicago truncatula dicot
Prep/ Glycine max dicot
0oP Ricinus communis dicot
Icp55 Populus trichocarpa dicot
oct1 Cucumis sativus dicot
mtHsp60 Physcomitrella patens moss
mffgo Volvox carteri green algae
Chlamydomonas reinhardtii green algae
Ectocarpus siliculosus brown algae
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Mdm1

MgM1 2 Higher plants and algae only
Fzo1
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Mio10
Aim5 Conserved across >15 species
Aim13
Aim37
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Figure 4. Gene family members for import components from yeast to plants. Phylogenetic
distribution of the mitochondrial protein import component encoding genes from yeast across
24 organisms. The number of orthologs in each gene family are highlighted by color intensity
(light to dark green) based on the number of genes. The letter code represents each species
and colour code indicates in the first column indicates conservation. For Arabidopsis, published
phenotype information is also indicated, whereby knocking out one or more of these genes
results in an embryo lethal phenotype (indicated by an asterisk*) or delayed growth (indicate by
M). Abbreviations: ERMES = endoplasmic reticulum-mitochondria encounter structure, MINOS
= mitochondrial inner membrane organising system.
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