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Vedtr1g094720| Medtr1g094720. 1
GRVZN2G064608| GRVZN2G064608_TO1
LCC_(s029g57430| LOC_0s02957430. 1
9162|9162
29595.1000008| 29595. n000284
Potri.008G037300| Potri.008G037300.1
tr| D8TZD5| D8TZD5_VCGLCA
Phpat.005G013800| Phpat. 005G013800. 1
AT5G27280

58719| 58719

Phpat . 021G072000| Phpat. 021G072000. 1
PGSC0003DNG400025127| PGSCO003DNT40006469
AT1G68730

Cucsa. 284080| Cucsa. 284090. 2
Potri.010G132400| Potri.010G132400. 1
Clyna019g23015| Gl yma01g23015. 1

Gl yna029g14430| Gl yma02g14430. 1

gi | 85116624
YNL310C

CNVT595C

gi | 66800951 Dd

Esi 0238_0026

Cre07.9334850| Cre07.g334850.t1.2
tr| GOTXQ4| GOTXQ4_ CAEEL

gi | 124249392

AT3G54826
Carubv10018399m. g| Carubv10018399m
Bra003197| Bra003197

Bra007101| Bra007101

CGSVI VCG01016242001| GSVI VT01016242001
PGSC0003DNG400027152| PGSCO003DNT40006983
Cucsa. 308490| Cucsa. 308490. 1
Phpat.010G079800| Phpat.010G079800. 1
Eucgr. G02856| Eucgr. G02856. 1

Cl ymal0g35330| Gl ymal0g35330. 1

Gl yma20g32180| Gl yma20g32180. 1
Vedtr19094720| Medt r 1g094720. 1
CGRNVZN2G064608| GRVZN2G064608_TO1
LCC_0s02g57430| LOC_0s02g57430. 1
9162|9162
29595.1000008| 29595. m000284
Potri.008G037300| Potri.008G037300.1
tr| D8TZD5| D8TZD5_VCLCA

Phpat . 005G013800] Phpat . 005G013800. 1
AT5G27280

58719| 58719

Phpat.021G072000| Phpat.021G072000. 1
PGSC0003DNG400025127| PGSCO003DNT40006469
AT1G68730

Cucsa. 284080| Cucsa. 284090. 2
Potri.010G132400| Potri.010G132400.1
Cl yma01g23015| Gl yma01g23015. 1

Cl yma02g14430| Gl yma02g14430. 1

gi | 85116624

YNL310C

CNT595C

gi | 66800951 Dd

Esi 0238_0026

Cre07.9334850| Cre07.g334850.t1.2
tr]| GOTXQ4| GITXQ4_CAEEL

gi | 124249392

AT3G54826
Carubv10018399nm. g| Carubv10018399m
Bra003197| Bra003197

Bra007101| Bra007101

GSVI VCG01016242001| GSVI VT01016242001
PGSCOOOSDNG400027152|PCSCOOOSDNT40006983
Cucsa. 308490| Cucsa. 308490.
Phpat.010G079800| Phpat . 0106079800 1
Eucgr. G02856| Eucgr. G02856.
GIyna10g35330|Glyna10935330 1

Gl yna209g32180| Gl yma20g32180. 1
Vedtr1g094720| Medt r 1g094720. 1
GRVZN2G064608| GRVZN2G064608_TO1
LCC_0s02g57430| LOC_0s02957430. 1
9162|9162
29595.t000008| 29595. 000284
Potri.008G037300| Potri.008G037300. 1
tr| D8TZD5| D8TZD5_VGLCA

Phpat . 005G013800[ Phpat. 005G013800. 1
AT5G27280

58719| 58719

Phpat. 021G072000| Phpat . 021G072000. 1
PGSC0003DNVG400025127| PGSCO003DNT40006469
AT1G68730

Cucsa. 284080| Cucsa. 284090. 2
Potri.010G132400| Potri.010G132400.1
Gl yma01g23015| Gl yma01g23015

Gl yna029g14430| Gl yma02g14430. 1







