LCC_Cs03g09870| LOC_0s03g09870. 1
CGRNZN2G072415| GRVZV2G072415_T01
LOC_0s109g22039| LOC_0s10922039. 1
68615| 68615

Phpat . 023G040200| Phpat. 023G040200. 1
Phpat . 024G046400| Phpat . 024G046400. 1
LCC_0s12¢33020| LOC_0s12¢33020. 1
CGRVZN2G112640| GRVZN2G112640_TO01
CRNVZN2G092286| GRVZN2G092286_T01
CGRVZNV2G120530| GRVZN2G120530_T01
27613.1000023| 27613. n000630

Cl yma0121s00230| Gl ymra0121s00230.
Cl yma08g43515| Gl yma08g43515. 1

Gl yma18g09772| Gl yma18g09772. 1

Gl ynral8g10010

Bra002900| Bra002900

Bra028975| Bra028975

Bra026412| Bra026412

AT4G26670

Carubv10005731m. g| Carubv10005731m
AT5G55510

Carubv10027112m. g| Car ubv10027112r‘r

Cucsa. 042410 Cucsa. 042410.

Vedt r 5g094300| MVedt r 59094300 1

Cl yma02g46620| Gl yma02g46620. 1

Gl yma14g02050| Gl yma14g02050. 1
PGSC0003DNVG401022191| PGSCO003DNT40005712
Eucgr. F03519| Eucgr. F03519. 1

GSVI VG01037765001| GSVI VT01037765001
Potri.001G360300| Potri.001G360300.1
Potri.011G088500| Potri.011G088500.1

N

LCC_0s03g09870| LOC_0s03g09870. 1
GRVZN2G072415| GRVZN2G072415_TO01
LCC_0s10g22039| LOC_0s109g22039. 1
68615| 68615

Phpat.023G040200| Phpat. 023G040200. 1
Phpat . 024G046400| Phpat . 024G046400. 1
LCC_(s129g33020| LOC_0s12g33020. 1
GRNVZN2G112640| GRVZV2G112640_T01
GRNZN2G092286| GRVZNV2G092286_T01
CRVZN2G120530| GRVZN2G120530_TO01
27613.1000023| 27613. 000630
Clyna0121s00230| Gl ynra0121s00230
Cl ynra08g43515| Gl yma08g43515. 1
Cl ynral8g09772| Gl ymal8g09772.1
Clymal8g10010

Bra002900| Bra002900

Bra028975| Bra028975

Bra026412| Bra026412

AT4G26670

Carubv10005731m. g| Carubv10005731m
AT5G55510

Carubv10027112m. g| Carubv10027112m

Cucsa. 042410| Cucsa. 042410. 1

Vedt r59094300| Medt r 5g094300. 1

Cl yna029g46620| Gl yma02g46620. 1

Cl ynral49g02050| Gl ymal14g02050. 1
PGSC0003DNVG401022191| PGSCO003DNT40005712
Eucgr. F03519| Eucgr. F03519. 1

CSVI VE01037765001| GSVI VT01037765001
Potri.001G360300| Potri.001G360300. 1
Potri.011G088500| Potri.011G088500. 1

N

LCC_0s03g09870| LOC_0s03g09870. 1
GRVZN2G072415| GRVZN2G072415_TO01
LCC_0s109g22039| LOC_0s10g22039. 1
68615| 68615
Phpat . 023G040200| Phpat. 023G040200. 1
Phpat . 024G046400| Phpat . 024G046400. 1
LCC_0s12g33020| LOC_0s12g33020. 1
CRNZN2G112640| GRVZV2G112640_T01
CGRNMZN2G092286| GRVZV2G092286_T01
CGRVZN2G120530| GRVZV2G120530_T01
27613.t000023| 27613. m000630
Cl yma0121s00230| Gl ymra0121s00230.
Cl yma08g43515| Gl yma08g43515. 1
Gl yma18g09772| Gl yna18g09772. 1
Gl ynral8g10010
Bra002900| Bra002900
Bra028975| Bra028975
Bra026412| Bra026412
AT4G26670
Carubv10005731m. g| Carubv10005731m
AT5G55510
Carubv10027112m. g| Carubv10027112m
Cucsa. 042410| Cucsa. 042410. 1
Medt r 59g094300| Medt r 5g094300. 1
Cl yma02g46620| Gl yma02g46620. l

2l yma14g02050| Gl yma14g02050.
PGSCOOOBDNC401022191| PCSC0003DNT40005712
Eucgr. F03519| Eucgr. F03519. 1
GSVI VG01037765001] GSVI VT01037765001
Potri.001G360300| Potri.001G360300.1
Potri.011G088500| Potri.011G088500.1

N

LCC_0s03g09870| LOC_0s03g09870. 1
GRVZN2G072415| GRVZN2G072415_TO01
LCC_0s10g22039| LOC_0s10g22039. 1
68615| 68615

Phpat.023G040200| Phpat. 023G040200. 1
Phpat . 024G046400| Phpat . 024G046400. 1
LCC_(s129g33020| LOC_0s12g33020. 1
CGRVZN2G112640| GRVZN2G112640_TO01
GRNZN2G092286| GRVZNV2G092286_T01
CGRVZN2G120530| GRVZV2G120530_T01
27613.t1000023| 27613. m000630

Gl yna0121s00230| Gl ynra0121s00230
Cl ynra08g43515| Gl yma08g43515. 1
Cl ynral8g09772| Gl ymal8g09772.1
Clymal8g10010

Bra002900| Bra002900

Bra028975| Bra028975

Bra026412| Bra026412

AT4G26670

Carubv10005731m. g| Carubv10005731m
AT5G55510

Carubv10027112m. g| Carubv10027112m

Cucsa. 042410| Cucsa. 042410. 1

Vedt r59094300| Medt r 5g094300. 1

Cl yna029g46620| Gl yma02g46620. 1

Gl ynral49g02050| Gl ymal14g02050. 1
PGSC0003DNMG401022191| PCSCOOO3DI\/T40005712
Eucgr. F03519| Eucgr. F03519.

CSVI VC01037765001\ GSVI \/T01037785001
Potri.001G360300| Potri.001G360300. 1
Potri.011G088500| Potri.011G088500. 1

N

RELCCGGAAECT - - - GGASEPPL ApyaeraveF | [=Spate
i & ! "

\R- - - KAS-
ANANADV-

ALl »
ssssYATP- - - TQ
SSSSSS ATP- - - NSIBATTQTG- -
- SIS ED - [ N S SNNIWN- A AESST|g e
NWED 21TM-- - - NCSINKEN- - - - - EsssH g

lFl ‘VFI I Vie Y3 KR R K | Vage- | @ A
L g 49 1Yl VA
e 53 G) - - M NAG- VAG(eTGLAL SF
20F - Al NAG IAGCA AlmSAP
» Gl K el R K K L

- --- KVN <KGFKGSF PD)
- V\GV\TPCGLG [e[RyTMS
K

VAT A- - - ISPNTSNN-
ATA- - - PEASNNN

i
CI L GRLx
. > Dsymagel F G
BA\GL KKK FKGSFNSAGSINAKTFAlRL SG VVCATIERL R
BRACL | KKKCFKGSF[SAGSINAKTF AL SGVE Sy VVC]J|L[ERL R
B CL FKKKGFKGSFARA AFAJL SGVRSEVVCEL RgL ]
AVLSGVHYLVVCLL
LVVCLL

L SGVHSLVVCLL
J L SGVHSL VaQuL
GFKGSF BAGSSAKTFAVESGV@eSLVVCRLKRL R
- - ACLFKKKGFKGSFV IAGSIYAKTFAVLSGVHSL VVCHEL KRLR]
ERWACL FKKKGFKGSF\Y AGSgAKTFAVLSGVHSLVV LKRLR]
B S CLIgKKKGF KGSF[E[EA AKTFAVLSGVHSLVVCgLKRLR
PR CLWKKKGFKGSFAZA SA AVFAVLSGVHSLVVLKRL
L GLVKK] SVH VV R

| Pseaneaafics st
L g o eSS v < R
AQTLGCSAL SEQNGGV|mPlgF TgPL L DASDRL
KY EGRVYEEETLE&L ook
K

TLDVKSPT
KHCEGDV|@PPFTLP| ASDAL

®SSHL PQI NVNNHL HL|gF NL 1%
L PSSSRQFNI | NHgH
TGT KA

VAGCCTGLAL S|
JAGCCTGLALS|

2
AR CAGVEolT R
WFI& 68
Vs A W

D
PGAPQANFHSCVTFAAFSCI VDGL NK
P AVAL L CGCATFGVFSYFVERNNTT

Q
.- YSASRPLPN@F
Yl

L QSCLTFGAFSFI
LQSCLTFGAFSFI
FPGAPCALL QSCTFGAFSFI

L LIRSCLTFGAFSFI Ql P| TGVG PLPINEL =AF
LLUSCLTFGAFSFI Ql C S| PDELKIRAF
FPGAPCAL L QSCL TFGAFSFI Ql -l LKIAF F 203[ePY|

FPGAPCAL L QSCL TFGAFSFI F 206[eS!
FPGAPCAL L QSCLTFGAFSFI FS F RPPLR 202 [EKRSVAH* -

TSR* -

198|€AY|gTS* -
231 ePﬁTS* -

AVS* - - - -






