LCC_0s03930220| LOC_0s03g30220. 1
gi | 66806813
gi | 392899672
gi | 17539600
Esi 0117_0080

YIL143W
gi | 85095902
gi | 5454120

gi| 269784613

Crel0.g452650| Crel0.g452650.t1.2
Vocar 20010628m. g| Vocar 20010628
CNVS471C| CVS471CT

Bra016467| Bra016467

Bra016468| Bra016468

Bra016469| Bra016469

AT5CG11690

Carubv10002239m. g| Carubv10002239m
LCC_Cs03g30200| LOC_0s03g30200. 1
LCC_Os05g07250| LOC_0s059g07250. 1
AT1G20350
Carubv10010213m. g| Carubv10010213n
Phpat. 019G021000| Phpat.019G021000. 1
GRVZN2G437270| GRVZN2G437270_TO01
89766| 89766

medi cago

Gl yra20902120| Gl yma20g02120. 1
CGlynra01g01110| Gl yma01g01110. 1
Clynal69g08520| Gl ymal6g08520. 2
GSVI VG01015301001|] GSVIVT01015301001

PGSC0003DNMG400030451| PGSCO0003DNT40007824

29912.1000159| 29912. m005433
Potri.008G176500| Potri.008G176500. 1
Potri.006G165000| Potri.006G165000. 1
Potri.018G087900| Potri.018G087900. 1
Cucsa. 116650| Cucsa. 116650. 1

Cucsa. 288810| Cucsa. 288810. 1
LCC_Cs07g41330| LOC_0s07g41330. 1
CRNZN2G167463| GRVZV2G167463_T01
CRVZN2G321404| GRVZNV2G321404_T01
Bra006109| Bra006109

AT2G37410

Carubv10023975nm. g| Carubv10023975m
Bra005199| Bra005199

Bra030980| Bra030980

LCC_Cs03g30220| LOC_0s03g30220. 1

gi | 66806813

gi | 392899672

gi | 17539600

Esi 0117_0080

YJL143W

gi | 85095902

gi [ 5454120

gi | 269784613

Crel0.g452650| Crel0.g452650.t1.2
Vocar20010628m. g| Vocar 20010628 m
CNVS471C| CVS471CT

Bra016467| Bra016467

Bra016468| Bra016468

Bra016469| Bra016469

AT5CG11690
Carubv10002239m. g| Carubv10002239n
LCC_0s039g30200| LOC_0s03g30200. 1
LCC _C0s059g07250| LOC_0Os05g07250. 1
AT1G20350

Carubv10010213nm. g| Carubv10010213m
Phpat.019G021000| Phpat.019G021000. 1
CRMVZN2G437270| GRVZN2G437270_T01
89766| 89766

medi cago

Cl yma20g02120| Gl yma20g02120. 1
Clyma01g01110| Gl yma01g01110. 1

Gl yma16g08520| Gl yma16g08520. 2
CGSVI VG01015301001| GSVI VT01015301001

PGSC0003DNG400030451| PGSCO003DNT40007824

29912.1000159| 29912. nr005433
Potri.008G176500| Potri.008G176500.1
Potri.006G165000| Potri.006G165000. 1
Potri.018G087900| Potri.018G087900. 1
Cucsa. 116650| Cucsa. 116650. 1

Cucsa. 288810| Cucsa. 288810. 1
LCC_C0s07g41330| LOC_Os07g41330. 1
GRNZN2G167463| GRVZV2G167463_T01
CGRNZN2G321404| GRVZNV2G321404_T01
Bra006109| Bra006109

AT2G37410
Carubv10023975m. g| Carubv10023975m
Bra005199| Bra005199

Bra030980| Bra030980

Lcc 0503g30220|Loc 0s03930220. 1
gi | 66806813
gi 392899672
gi | 17539600
Esi 0117_0080

YJIL143W
gi | 85095902
gi | 5454120

gi| 269784613

Crel0.g452650| Crel0.g452650.t1. 2
Vocar20010628m. g| Vocar 20010628
CNVS471C| CVS471CT

Bra016467| Bra016467

Bra016468| Bra016468

Bra016469| Bra016469

AT5G11690

Carubv10002239nm. g| Carubv10002239m
LCC_Cs03g30200| LOC_0s03g30200. 1
LOC_0s059g07250| LOC_Os059g07250. 1
AT1G20350

Carubv10010213m. g| Carubv10010213m
Phpat.019G021000[ Phpat.019G021000. 1
CRVZN2G437270| GRVZN2G437270_TO01
89766| 89766

nmedi cago

Gl yma20g02120| Gl yma20g02120. 1
Clynra01g01110| Gl yma01g01110. 1

Cl ymal6g08520| Gl ymal6g08520. 2

CGSVI VC01015301001| GSVI VT01015301001

PGSC0003DNCG400030451| PGSCO003DNT40007824

29912.t000159] 29912. 005433
Potri.008G176500| Potri.008G176500. 1
Potri.006G165000| Potri.006G165000. 1
Potri.018G087900| Potri.018G087900.1
Cucsa. 116650| Cucsa. 116650.

Cucsa. 288810 Cucsa. 288810. 1
LCC_Cs079g41330| LOC_Os07g41330. 1
GRNVZN2G167463| GRVZNV2G167463_T01
GRNZN2G321404| GRVZNV2G321404_T01
Bra006109| Bra006109

AT2G37410

Carubv10023975m. g| Carubv10023975m
Bra005199| Bra005199

Bra030980| Bra030980
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LCC_0s03930220| LOC_0s03930220. 1

i | 66806813
gi | 392899672
gi | 17539600
Esi 0117_0080
YIL143W

gi | 85095902
gi | 5454120

gi | 269784613
Crel0.9g452650| Crel0.g452650.t1.2
Vocar20010628m. g| Vocar 20010628 m
CNVS471C| CVS471CT

Bra016467| Bra016467

Bra0l16468| Bra016468

Bra016469| Bra016469

AT5G11690

Carubv10002239m. g| Carubv10002239m
LCC_Cs03g30200| LOC_0s03g30200. 1
LCC_0s05g07250| LOC_0s05g07250. 1
AT1G20350

Carubv10010213nm. g| Carubv10010213m
Phpat. 019G021000| Phpat.019G021000. 1
GRVZN2G437270| GRVZN2G437270_TO01
89766| 89766

medi cago

Cl yma20g02120| Gl yma20g02120. 1

Gl yma01g01110| Gl yma01g01110. 1
CGlynral69g08520| Gl ymal6g08520. 2

GSVI VG01015301001| GSVI VT01015301001
PGSC0003DNMG400030451| PGSCO003DNT40007824
29912.1000159| 29912. n005433
Potri.008G176500| Potri.008G176500.1
Potri.006G165000| Potri.006G165000. 1
Potri.018G087900| Potri.018G087900. 1
Cucsa. 116650| Cucsa. 116650. 1

Cucsa. 288810 Cucsa. 288810. 1
LCC_0s07g41330| LOC_Os07g41330. 1
CGRNZN2G167463| GRVZV2G167463_T01
CRNZN2G321404| GRVZNV2G321404_T01
Bra006109| Bra006109

AT2G37410

Carubv10023975m. g| Carubv10023975m
Bra005199| Bra005199

Bra030980| Bra030980

LCC_(s039g30220| LOC_0s03g30220. 1

gi | 66806813

gi | 392899672

gi | 17539600

Esi 0117_0080

YJL143W

gi | 85095902

gi | 5454120

gi | 269784613

Crel0.9g452650| Crel0.g452650.t1.2
Vocar20010628m. g| Vocar 20010628m
CNS471C| CNS471CT

Bra016467| Bra016467

Bra016468| Bra016468

Bra016469| Bra016469

AT5CG11690

Carubv10002239nm. g| Carubv10002239m
LCC_0s039g30200| LOC_0s03g30200. 1
LCC_Cs059g07250| LOC_0Os05907250. 1
AT1G20350

Carubv10010213nm. g| Carubv10010213m
Phpat.019G021000| Phpat.019G021000. 1
CGRVZN2G437270| GRVZN2G437270_TO01
89766| 89766

nmedi cago

Cl ynra209g02120| Gl yma20g02120. 1
Clyma01g01110| Gl yma01g01110. 1
Clymal69g08520| Gl ymal6g08520. 2
CSVI VC01015301001\ GS\/I VT01015301001
PGSC0003DNG400030451| PGSCO003DNT40007824
29912.t000159] 29912. 005433

F

Potri.008G176500| Potri.008G176500.1
Potri.006G165000| Potri.006G165000.1
Potri.018G087900| Potri.018G087900.1

Cucsa. 116650| Cucsa. 116650. 1
Cucsa. 288810| Cucsa. 288810. 1
LCC_Cs079g41330| LOC_0Os07g41330. 1
CRVZN2G167463| GRVZNV2G167463_T01
GRNZN2G321404| GRVZNV2G321404_T01
Bra006109| Bra006109

AT2G37410
Carubv10023975m. g| Carubv10023975m
Bra005199| Bra005199

Bra030980| Bra030980

LCC_Cs03g30220| LOC_0s03g30220. 1
gi | 66806813
gi | 392899672
gi | 17539600
Esi 0117_0080

YIL143W
gi | 85095902
gi | 5454120

gi | 269784613

Crel0.g452650| Crel0. g452650.t1. 2
Vocar20010628n. g| Vocar 20010628
CNVS471C| CVS471CT

Bra016467| Bra016467

Bra016468| Bra016468

Bra016469| Bra016469

AT5G11690

Carubv10002239nm. g| Carubv10002239m
LCC_Cs03g30200| LOC_0s03g30200. 1
LCC_0s05g07250| LOC_0s05907250. 1
AT1G20350
Carubv10010213m. g| Carubv10010213m
Phpat.019G021000[ Phpat.019G021000. 1
CGRVZN2G437270| GRVZN2G437270_TO01
89766| 89766

medi cago

Gl ynra209g02120| Gl yma20g02120. 1

Gl yma01g01110| Gl yma01g01110. 1
Clynral69g08520| Gl ymal6g08520. 2

GSVI VG01015301001| GSVIVT01015301001
PGSC0003DNVG400030451| PGSCO003DNT40007824
29912.1000159| 29912. n005433

Potri.008G176500| Potri.008G176500. 1
Potri.006G165000| Potri.006G165000. 1
Potri.018G087900| Potri.018G087900. 1

Cucsa. 116650| Cucsa. 116650. 1
Cucsa. 288810| Cucsa. 288810. 1
LCC_Cs07g41330| LOC_0s07g41330. 1
CRVZN2G167463| GRVZNV2G167463_T01
GRNZN2G321404| GRVZN2G321404_T01
Bra006109| Bra006109

AT2G37410

Carubv10023975m. g| Carubv10023975m
Bra005199| Bra005199

Bra030980| Bra030980
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LCC_0s03930220| LOC_0s03930220. 1

gi | 66806813
gi | 392899672
gi | 17539600
Esi 0117_0080
YIL143W

gi | 85095902
gi | 5454120

gi| 269784613
Crel0.9g452650| Crel0.g452650.t1.2
Vocar20010628m. g| Vocar 20010628 m
CNVS471C| CVS471CT

Bra016467| Bra016467

Bra0l16468| Bra016468

Bra016469| Bra016469

AT5G11690

Carubv10002239m. g| Carubv10002239m
LCC_Cs03g30200| LOC_0s03g30200. 1
LCC_0s05g07250| LOC_0s05907250. 1
AT1G20350

Carubv10010213nm. g| Carubv10010213m
Phpat. 019G021000| Phpat.019G021000. 1
GRVZN2G437270| GRVZN2G437270_TO01
89766| 89766

medi cago

Cl yma20g02120| Gl yma20g02120. 1

Gl yma01g01110| Gl yma01g01110. 1
CGlynral69g08520| Gl ymal6g08520. 2

GSVI VG01015301001| GSVI VT01015301001

PGSC0003DNMG400030451| PGSCO003DNT40007824

29912.1000159| 29912. n005433
Potri.008G176500| Potri.008G176500.1
Potri.006G165000| Potri.006G165000. 1
Potri.018G087900| Potri.018G087900. 1
Cucsa. 116650| Cucsa. 116650. 1

Cucsa. 288810 Cucsa. 288810. 1
LCC_0s07g41330| LOC_Os07g41330. 1
CRVZN2G167463| GRVZN2G167463_TO01
CGRVZN2G321404| GRVZN2G321404_TO01
Bra006109| Bra006109

AT2G37410

Carubv10023975m. g| Carubv10023975m
Bra005199| Bra005199

Bra030980| Bra030980



