Esi 0237_0006

gi | 17553472

YJL104W

gi | 27363461

gi | 85097602

CNVP334C| CVP334CT

tr| ABJ4S6| ABJ4S6_CHLRE

tr| D8TX81| DBTX81_VOLCA

CVK200C| CVK200CT

Medtr4g116100| Medtr4g116100. 1
Vedtr19098440| Medt r 1g098440. 1
402411]| 402411

Phpat.012G064600| Phpat.012G064600. 1
Phpat.018G069100| Phpat.018G069100. 1
Phpat. 021G010400| Phpat.021G010400. 1
76729| 76729

PGSC0003DNMG400029559| PGSCO0003DNT40007600
CRVZN2G164475| GRVZN2G164475_TO01
CGRVZN2G048434| GRVZN2G048434_TO07
LCC_0s10g33910| LOC_0s109339710. 1
Bra019621| Bra019621

29964.t000004| 29964. 000153
AT5G61880

PGSC0003DNG400029557| PGSCO003DNT40007599
Bra003369| Bra003369

Bra007441| Bra007441

Bra014546| Bra014546

AT3G59280

Carubv10018261m. g| Carubv10018261m
PGSC0003DNG400014859| PGSCO003DNT40003849
PGSC0003DNVG400025578| PGSCO003DNT40006572
Potri.012G108600| Potri.012G108600. 1
Potri.015G106600| Potri.015G106600. 1
GSVI VG01008650001| GSVI VT01008650001
Cl yma029g08820| Gl yma02g08820. 2
Potri.014G151200| Potri.014G151200.1
Cucsa. 197950| Cucsa. 197950. 1

Cucsa. 181450 Cucsa. 181450. 1

Eucgr. A00221| Eucgr. A00221. 1
Eucgr.L00545| Eucgr. L00545. 1

Eucgr. H00433| Eucgr. HO0433.

CGSVI VG01013542001| GSVI VT01013542001
Cl yma06g20480| Gl yma06g20480. 2

Gl ymal16927940| Gl ynal6g27940. 1

Esi 0237_0006
gi | 17553472

YIL104W
gi | 27363461
gi | 85097602

CNVP334C| CVP334CT

tr| ABJ4S6| ABJ4S6_CHLRE

tr| D8TX81| DBTX81_VCLCA

CNVK200C| CVK200CT

Medtr4g116100| Medtr4g116100. 1

Vedt r19g098440| Medt r 1g098440. 1

402411| 402411

Phpat. 012G064600| Phpat.012G064600. 1
Phpat.018G069100| Phpat.018G069100. 1
Phpat.021G010400| Phpat.021G010400. 1
76729| 76729

PGSC0003DNG400029559| PGSCO0003DNT40007600
CGRVZN2G164475| GRVZN2G164475_TO01
GRVZN2G048434| GRVZN2G048434_TO07
LCC_0s10g33910| LOC_0Os10g33910. 1
Bra019621| Bra019621

29964.1000004| 29964. n000153

AT5G61880

PGSC0003DNMG400029557| PGSCO003DNT40007599
Bra003369| Bra003369

Bra007441| Bra007441

Bra014546| Bra014546

AT3G59280
Carubv10018261m. g| Carubv10018261mn
PGSC0003DNVG400014859| PGSCO003DNT40003849
PGSC0003DNG400025578| PGSCO003DNT40006572
Potri.012G108600| Potri.012G108600. 1
Potri.015G106600| Potri.015G106600. 1

CGSVI VC01008650001| GSVI VT01008650001

Cl yma02908820| Gl ynra02g08820. 2
Potri.014G151200]| Potri.014G151200.1
Cucsa. 197950| Cucsa. 197950. 1

Cucsa. 181450 Cucsa. 181450. 1

Eucgr. A00221| Eucgr. A00221. 1
Eucgr.L00545] Eucgr. L00545. 1

Eucgr. H00433| Eucgr. H00433. 1

GSVI VG01013542001| GSVI VT01013542001

Cl ynra069g20480| Gl yma06g20480. 2
Clymal6g27940| Gl ymal6g27940. 1

Esi 0237_0006
gi | 17553472

YIL104W
gi | 27363461
gi | 85097602

CVP334C| CVP334CT

tr| ABJ4S6| A8BJ4S6_CHLRE

tr| D8TX81| DBTX81_VCLCA

CVK200C| CMK200CT ™~

Medtr49g116100| Medtr4g116100. 1
Medtr1g098440| Medtr1g098440. 1

402411]| 402411

Phpat. 012G064600| Phpat.012G064600. 1
Phpat. 018G069100| Phpat.018G069100. 1
Phpat.021G010400| Phpat.021G010400. 1
76729| 76729

PGSC0003DNVG400029559| PGSC0003DNT40007600
CRVZN2G164475| GRVZN2G164475_TO01
CGRVZN2G048434| GRVZN2G048434_T07
LOC_0s10933910| LOC_Os10933910. 1
Bra019621| Bra019621

29964.1000004| 29964. n000153

AT5C61880

PGSC0003DNG400029557| PGSCO0003DNT40007599
Bra003369| Bra003369

Bra007441| Bra007441

Bra014546| Bra014546

AT3G59280

Carubv10018261m. g| Carubv10018261m
PGSC0003DNG400014859| PGSCO003DNT40003849
PGSC0003DNVG400025578| PGSCO003DNT40006572
Potri.012G108600| Potri.012G108600. 1
Potri.015G106600| Potri.015G106600. 1

CGSVI VG01008650001| GSVI VT01008650001

Gl yma02g08820| Gl yna02g08820. 2
Potri.014G151200] Potri . 014G151200 1
Cucsa. 197950 Cucsa. 197950
Cucsa.181450|Cucsa.181450 1

Eucgr. A00221| Eucgr. A00221.1

Eucgr. L00545| Eucgr. L0O0545. 1

Eucgr. HO0433| Eucgr. H0O0433.

[eS\Y] VC01013542001| GSVI \/T01013542001

Cl ynra06920480| Gl yma06g20480. 2
Clynal6g27940| Gl ymal6g27940. 1
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Esi 0237_0006

gi | 17553472
YIL104W
gi | 27363461

gi | 85097602

CNVP334C| CVP334CT

tr| A8BJ4S6| ABJ4S6_CHLRE

tr| D8TX81| DBTX81_VCLCA
CNVK200C| CVK200CT
Medtr4g116100| Medtr4g116100. 1
Medt r 1g098440| Medt r 1g098440. 1
402411] 402411

Phpat . 012G064600| Phpat
Phpat . 018G069100| Phpat
.021G010400]| Phpat .
76729| 76729
PGSC0003DNG400029559| PGSCO003DNT40007600
CGRVZN2G164475| GRVZN2G164475_TO01
GRVZN2G048434| GRVZN2G048434_TO07
LCC_0s10933910| LOC_0s109339710. 1
Bra019621| Bra019621

29964.t000004| 29964. 000153

AT5C61880

PGSC0003DNMG400029557| PGSCO003DNT40007599
Bra003369| Bra003369

Bra007441| Bra007441

Bra014546| Bra014546

AT3G59280
Carubv10018261m. g| Carubv10018261m
PGSC0003DNMG400014859| PGSCO003DNT40003849
PGSC0003DNVG400025578| PGSCO003DNT40006572
Potri.012G108600| Potri.012G108600. 1
Potri.015G106600| Potri.015G106600. 1

CGSVI VG01008650001| GSVI VT01008650001

Cl ynra029g08820| Gl yma02g08820. 2
Potri.014G151200]| Potri.014G151200.1
Cucsa. 197950| Cucsa. 197950.

Cucsa. 181450 Cucsa. 181450. 1
Eucgr.A00221| Eucgr. A00221. 1
Eucgr.L00545| Eucgr.L00545. 1

Eucgr. H00433| Eucgr. H00433. 1

GSVI VG01013542001| GSVI VT01013542001

Cl yma06g20480| Gl yma06g20480. 2
Clymal6g27940| Gl ymal6g27940. 1

012G064600. 1
018G069100. 1
021G010400. 1

Esi 0237_0006
gi | 17553472

YIL104W
gi | 27363461
gi | 85097602

CNVP334C| CVP334CT

tr| ABJ4S6| ABJ4S6_CHLRE

tr| D8TX81| DBTX81_VCLCA

CNVK200C| CVK200CT

Medtr4g116100| Medtr4g116100. 1
Medtr1g098440| Medtr19g098440. 1
402411] 402411

Phpat. 012G064600| Phpat . 012G064600. 1
Phpat. 018G069100| Phpat. 018G069100. 1
.021G010400| Phpat. 021G010400. 1
76729| 76729

PGSC0003DNVG400029559| PGSC0003DNT40007600
CRNVZN2G164475| GRVZN2G164475_T01
GRVZN2G048434| GRVZN2G048434_TO07
LCC_0s10g33910| LOC_0s10g33910.1
Bra019621| Bra019621

29964.1000004| 29964. m000153

AT5C61880

PGSC0003DNG400029557| PGSCO003DNT40007599
Bra003369| Bra003369

Bra007441| Bra007441

Bra014546| Bra014546

AT3G59280

Carubv10018261m. g| Carubv10018261m
PGSC0003DNG400014859| PGSCO003DNT40003849
PGSC0003DNG400025578| PGSCO003DNT40006572
Potri.012G108600| Potri.012G108600. 1
Potri.015G106600| Potri.015G106600. 1

CGSVI VC01008650001| GSVI VT01008650001

Gl ynma02g08820| Gl ya02g08820. 2
Potri.014G151200] Potri 014(3151200 1
Cucsa. 197950| Cucsa. 197950

Cucsa. 181450| Cucsa. 181450. 1

Eucgr. A00221| Eucgr. A00221. 1

Eucgr. L00545| Eucgr. L0O0545. l

Eucgr. H00433| Eucgr. H00433

[e)Y] VC01013542001| GSVI VT01013542001

Cl ynra06920480| Gl yma06g20480. 2
Clynmal6g27940| Gl ymal6g27940. 1

Esi 0237_0006

gi | 17553472

YJL104W

gi | 27363461

gi | 85097602

CNVP334C| CVP334CT

tr| ABJ4S6| ABJ4S6_CHLRE

tr|D8TX81| DBTX81_VCLCA

CVK200C| CVK200CT
Medtr4g116100| Medt r4g116100. 1

Medt r 1g098440| Medtr 1g098440. 1
402411]| 402411

Phpat.012G064600| Phpat.012G064600. 1
Phpat. 018G069100| Phpat.018G069100. 1
Phpat . 021G010400| Phpat . 021G010400. 1
76729| 76729

PGSC0003DNMG400029559| PGSC0003DNT40007600
CRVZN2G164475| GRVZN2G164475_TO01
CGRNZN2G048434| GRVZN2G048434_T07
LOC_0s10933910| LOC_Os10933910. 1
Bra019621| Bra019621

29964.1000004| 29964. n000153

AT5G61880

PGSC0003DNG400029557| PGSCO0003DNT40007599
Bra003369| Bra003369

Bra007441| Bra007441

Bra014546| Bra014546

AT3G59280

Carubv10018261m. g| Carubv10018261m
PGSC0003DNG400014859| PGSCO003DNT40003849
PGSCO0003DNG400025578| PGSCO0003DNT40006572
Potri.012G108600| Potri.012G108600. 1
Potri.015G106600| Potri.015G106600. 1

CGSVI VG01008650001| GSVI VT01008650001

Cl yma02908820| Gl yma02g08820. 2
Potri.014G151200| Potri . 014GlSlZOO 1
Cucsa. 197950| Cucsa. 19795

Cucsa. 181450| Cucsa. 181450 1

Eucgr. A00221| Eucgr. A00221. 1

Eucgr. L00545| Eucgr. L00545. 1

Eucgr. HO0433| Eucgr. HO0433.

[eS\Y] VC01013542001| GSVI \/T01013542001

Gl yma06g20480| Gl yma06g20480. 2
Clynal6g27940| Gl ymal6g27940. 1
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Esi 0237_0006

gi | 17553472
YIL104W
gi | 27363461

gi | 85097602

CNVP334C| CVP334CT

tr| A8BJ4S6| ABJ4S6_CHLRE

tr| D8TX81| DBTX81_VCLCA

CNVK200C| CVK200CT

Vedtr4g116100| Medt r4g116100. 1

Medt r 1g098440| Medt r 1g098440. 1

402411| 402411

Phpat.012G064600| Phpat.012G064600. 1
Phpat.018G069100| Phpat.018G069100. 1
Phpat.021G010400| Phpat.021G010400. 1
76729| 76729

PGSC0003DNG400029559| PGSCO003DNT40007600
CGRVZN2G164475| GRVZN2G164475_TO01
GRVZN2G048434| GRVZN2G048434_TO07
LCC_0s10g33910| LOC_0s10933970. 1
Bra019621| Bra019621

29964.t000004| 29964. 000153

AT5G61880

PGSC0003DNMG400029557| PGSCO003DNT40007599
Bra003369| Bra003369

Bra007441| Bra007441

Bra014546| Bra014546

AT3G59280

Carubv10018261m. g| Carubv10018261m
PGSC0003DNMG400014859| PGSCO003DNT40003849
PGSC0003DNVG400025578| PGSCO003DNT40006572
Potri.012G108600| Potri.012G108600. 1
Potri.015G106600| Potri.015G106600. 1

CGSVI VG01008650001| GSVI VT01008650001

Cl ynra029g08820| Gl yma02g08820. 2
Potri.014G151200]| Potri.014G151200.1
Cucsa. 197950| Cucsa. 197950. 1

Cucsa. 181450 Cucsa. 181450. 1
Eucgr.A00221| Eucgr. A00221. 1
Eucgr.L00545| Eucgr.L00545. 1

Eucgr. H00433| Eucgr. H00433. 1

GSVI VG01013542001| GSVI VT01013542001

Cl yma06g20480| Gl yma06g20480. 2
Clymal6g27940| Gl ymal6g27940. 1
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