Esi 0227_0023
Cre06.9251900| Cre06.9g251900.t1. 2
Vocar 20003543m. g| Vocar 20003543 m

Esi 0099 _0095

CNT063C| CNT063CT

Crel7.g729800| Crel7.9g729800.t1.2
Vocar20010438n. g| Vocar 20010438
LCC_0s03g62750| LOC_0s03g62750. 1
CRVZN2G136854| GRVZN2G136854_T01
GRNZN2G426200| GRVZN2G426200_T01
PGSCOOOSDNC400010740|PCSCOOOSDNT40002790
Potri.008G182000| Potri.008G182000.
Potri.010G051900| Potri.010G051900. 1
29929.1000274| 29929. m004771
Bra032799| Bra032799

Bra040623| Bra040623

AT1G24490

Bra012507| Bra012507
Carubv10009320nm. g| Carubv10009320m
Medt r 3g086250| Medt r3g086250.
Clynallg37590| Gl ymal1g37590. 1

Cl ynmal8g01540| Gl yna18901540 1
Cucsa. 394650 Cucsa. 394650.

CGSVI VG01000594001]| GSVI VT01000594001
Eucgr. B03237| Eucgr. B03237. 1
Phpat.003G132900| Phpat.003G132900. 1
Phpat . 010G066400| Phpat.010G066400. 1
LCC_0s01g05800| LOC_Os01g05800. 1
GRVZNM2G110063| GRVZN2G110063_TO1
CGRVZN5G839422| GRVZN5G839422_TO01
12954| 12954

Bra035669| Bra035669
Carubv10023172m. g| Carubv10023172mn
GSVI VG01024995001| GSVI VT01024995001
Cucsa. 213790| Cucsa. 213790. 1
PGSC0003DNG400000401| PGSCO003DNT40000106
Clymallg14960| Gl ymallg14960. 1

Gl yma12g06920| Gl yma12g06920. 1
Eucgr. B02380| Eucgr. B02380. 1
29876.1000003| 29876. m000246
Potri.001G237800| Potri.001G237800.1
Potri.009G029100| Potri.009G029100.1
Bra004536| Bra004536

Bra040305| Bra040305

Phpat. 008G051300| Phpat . 008G051300. 1
Carubv10016975m. g| Carubv10016975m
Eucgr.B01387| Eucgr. B01387. 1
Clymal8g47545| Gl ymal8g47545. 1
30128.1000480[ 30128. m009019

GSVI VG01019145001| GSVI VT01019145001
gi | 85104274

Crel6.9690200| Crel6.9690200.t1.2
Vocar 20001462nm. g| Vocar 20001462

Esi 0170_0057

gi | 268637951

Esi 0025_0161

gi | 66817452

gi | 28395049

gi | 71980488

Esi 0028_0040

YER154W

gi | 223718097

CNVC118C| CVC118CT

CGRNVZN2G064804| GRVZN2G064804_T02
LCC_Os10g37690| LOC_0s109g37690. 1
GRNVZN2G055880| GRVZV2G055880_T01
LCC_0s03g02480| LOC_0s03g02480. 1
Phpat.011G106700| Phpat.011G106700. 1
Bra040348| Bra040348

Bra000424| Bra000424

AT2G46470
Carubv10023251m. g| Carubv10023251m
73518] 73518

Potri.001G091800| Potri.001G091800. 1
Potri.003G139800| Potri.003G139800. 1
Eucgr. E00058| Eucgr. E00058.

Eucgr. E00060| Eucgr. E00060. 1
Bra010053| Bra010053

AT5G62050

Carubv10026454m. g| Carubv10026454mr
PGSC0003DNG400005839| PGSCO003DNT40001495
GSVI VG01019529001| GSVI VT01019529001
Eucgr. E00860| Eucgr. E00860
29651.1000009| 29651. m000289
30190.t1000068| 30190. n010832
Potri.006G073000| Potri.006G073000. 1
Potri.018G140100| Potri.018G140100. 1
Potri.T145700| Potri.T145700. 1
Cucsa. 107400 Cucsa. 107400. 1
Medt r 7g036950| Medt r 7g036950
Clyma079g31320| Gl yma07g31320
Gl yma13g25140| Gl yma13g25140.
Gl yna079g36311| Gl yma07g36311.
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Esi 0227_0023
Cre06.9251900| Cre06.9g251900.t1. 2

Vocar 20003543nm. g| Vocar 20003543

Esi 0099 _0095

CNTO063C[ CNT063CT

Crel7.9729800| Crel7.9g729800.t1.2
Vocar20010438n. g| Vocar 20010438
LCC_0s03g62750| LOC_Os03g62750. 1
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Bra035669| Bra035669

Carubv10023172m. g| Carubv10023172m
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PGSC0003DNMG400000401| PGSCO003DNT40000106
Clymallg14960| Gl ymallg14960. 1
Clymal2g06920| Gl ymal2g06920. 1

Eucgr. B02380| Eucgr. B02380. 1
29876.t000003| 29876. 000246
Potri.001G237800| Potri.001G237800. 1
Potri.009G029100| Potri.009G029100.1
Bra004536| Bra004536

Bra040305| Bra040305

Phpat.008G051300| Phpat.008G051300. 1
Carubv10016975m. g| Carubv10016975mn
Eucgr.B01387| Eucgr. B01387. 1

Cl ynal8g47545| Gl ymal8g47545. 1
30128.1000480[ 30128. m009019

GSVI VG01019145001| GSVI VT01019145001

gi | 85104274

Crel6.9690200| Crel6.9690200.t1.2

Vocar 20001462nm. g| Vocar 20001462

Esi 0170_0057

gi | 268637951

Esi 0025_0161

gi | 66811452

gi | 28395049

gi | 71980488

Esi 0028_0040

YER154W

gi | 223718097

CVC118C| CVC118CT

CRNVZN2G064804| GRVZN2G064804_T02
LOC_0s10937690| LOC_Os109g37690. 1
GRNVZN2G055880| GRVZV2G055880_T01
LCC_0s03g02480| LOC_0s039g02480. 1
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AT2G46470
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Carubv10026454m. g| Carubv10026454m
PGSC0003DNVG400005839| PGSCO003DNT40001495
CGSVI VG01019529001| GSVI VT01019529001
Eucgr. E00860| Eucgr. E00860. 1
29651.1000009| 29651. r000289
30190.t1000068| 30190. r010832
Potri.006G073000| Potri.006G073000.1
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Esi 0227_0023
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Vocar 20003543nm. g| Vocar 20003543

Esi 0099 _0095
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Crel7.9729800| Crel7.9g729800.t1.2
Vocar20010438n. g| Vocar 20010438
LCC_0s03g62750| LOC_Os03g62750. 1
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CGRNVZN2G426200| GRVZNV2G426200_T01
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Potri.010G051900| Potri.010G051900.1
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Cl ynal8g47545| Gl ymal8g47545. 1
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gi | 28395049
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QASKRSKRRRSP* - 528
--- -1 K- GRSKRRRSP*- 527
----------- KGKRSKRKRMWVC* 460
KGKRSKRKRMWQ* 297

----------- KGKRSKRKRNVQ* 455

== RRSKRSKRKRAV* 447

- - RRSKRSKRKRTV* - 460

- - - RRSKRSKRKRAG* - 451

- - KRSKRSKRKRAV* - 453

- - RKSKRSKRKRAV* - 448

- - RRSKRSKRKRAV* -

HRYFKACI TLGSVL SGEGRKNEAL KL L KKAAKYEPNMVEKVFI P 597QLEKEL Gl RS*- - - - -
DALVLYSSAI FNEGRREEAAKYLRRVVAYDPSFSELL- K 518CCEEDDTI LTSSSSDSTHKTS* - -
YDGLVLLAVCLSI EGRKAEAAKHL RLAVAYDSSHKYLL- E 536SLEKDDDNL| NDLVNSRRADY* -
DGLLLLASTLFDAG%AEAAKYLRLVVAYKPGYKKFL- E 549CCEKDD- DFTSDLARSRRDL* - -

DTLI FLASAL YNEGRISAEAANYLRLAVAFNPAFKELL- E 528 CCENDE- EFGSDLVNSRRRDY- -
DGLLLLASTLYREGRNAEAAKHL RKAAAYNPAYKEYL- E 552ECERED GFVNDLVSSRRGDY* -







