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CNS446C| CNS446CT

gi | 4507491

gi|14149738|ref | NP_065777
LCC_0s01g67590| LOC_Os01g67590. 1
Bra004244| Bra00424%

Bra004078| Bra004078
Carubv10019853m. g| Carubv10019853m
AT1G67690

Eucgr. B03454| Eucgr. B03454. 1

Vedt r3g086000| Vedt r 3g086000. 1
Clymallg37410| Gl ymallg37410. 2

Gl ymal18g01380| Gl yma18g01380. 1
Cucsa. 394790| Cucsa. 394790. 1

GSVI VG01010319001| GSVI VT01010319001
29929.1000212| 29929. n004709
Potri.010G054500| Potri.010G054500.1
164651| 164651

Phpat.018G066900| Phpat.018G066900. 1
Phpat. 019G060600| Phpat . 019G060600. 1
Esi 0023_0135

85692| 85692

97633]| 97633

119899] 119899

97030] 97030

Crel3.9g572900| Crel3.g572900.t2.1
Vocar 20008539m. g| Vocar 20008539m
439159

Eucgr.L02517| Eucgr. L02517. 1

CGSVI VC01031425001| GSVI VT01031425001
GRVZN2G133919| GRVZN2G133919_TO01
LOC_0s02958340| LOC_Os02958340. 1
PGSC0003DVG400030613| PGSCO003DNT40007866
Carubv10000350m. g| Carubv10000350m
Bra006067| Bra006067

Bra028579| Bra028579
Carubv10025914nm. g| Carubv10025914m
AT5G65620

Bra024401| Bra024401

Vedt r59030940| Medt r 53030940. 1

Cl yma01g02480| Gl yma01g02480. 1

Cl yma09g33490]| Gl yna09933490 1
Cucsa. 273340 Cucsa. 273340.

CGSVI VG01003850001| GSVI VT01003850001
Eucgr.100597| Eucgr. 100597
Eucgr.100594| Eucgr. 100594, 1
28333.1000012| 28333. m000566
Potri.007G004600| Potri.007G004600.
Potri.014G004600| Potri.014G004600.
Potri.014G010100| Potri.014G010100. 1
28658.t000001| 28658. m000032
30484.1000001| 30484. r000014

P







