Vca: Vocar 20007539n| Vocar 20007539n| Vocar 2
Cre: g2905.t1]| g2905.t1| g2905| synonyn: g290
NP_500804. 1|

YKL195W

gi | 21389469

gi | 85092435

tr| FACOB4| FAQOB4_DI CFS

CMJ294C| CMI294CT

Phpat. 011G062800| Phpat.011G062800. 1
LCC_Cs049g44550| LOC_Os04g44550. 1
CRNZNZG113990| GRVZNV2G113990_T01
GRNZN2G132301| GRVZV2G132301_T01
Bra009679| Bra009679

AT5G23395

Carubv10002124m. g| Carubv10002124n
Clynral6g01010| Gl ymal6g01010. 1

Vedt r 8g020800| Medt r 8g020800. 1
PGSC0003DNMVG400025308| PGSCO0003DNT40006510
CGSVI VG01034352001| GSVI VT01034352001
Cucsa. 300060| Cucsa. 300060. 1
30131.t000438| 30131, rr007287

Eucgr. G02613| Eucgr. G02613.
Potri.010G254600] Potri . 010G254600 1

Vca: Vocar 20007539n| Vocar 20007539n| Vocar 2
Cre: g2905.t1]| g2905.t1]| g2905| synonyn: g290
NP_500804. 1|

YKL195W
gi | 21389469
gi | 85092435

tr| FAGOB4| FAQOBA4_DI CFS
CMJ294C| CVJ294CT

Phpat. 011G062800| Phpat . 011G062800. 1
LCC_Cs04g44550| LOC_Os04g44550. 1
GRNZN2G113990| GRVZV2G113990_T01
CGRVZN2G132301| GRVZV2G132301_T01
Bra009679| Bra009679

AT5G23395

Carubv10002124nm. g| Carubv10002124m
Clynral6g01010| Gl ymal6g01010.

Vedt r 8g020800| Vedt r 8g020800. 1
PGSC0003DNVG400025308| PGSC0003DNT40006510
CGSVI VG01034352001| GSVI VT01034352001
Cucsa. 300060| Cucsa. 300060. 1
30131.t000438|30131. n007287

Eucgr. G02613| Eucgr. G02613. 1
Potri.010G254600] Potri.010G254600.1

Vca: Vocar 20007539n| Vocar 20007539n| Vocar 2
Cre: g2905.t1]| g2905.t1]| g2905| synonyn: g290
NP_500804. 1|

YKL195W
gi | 21389469
i | 85092435

tr| FAGOB4| F4QOB4_DI CFS

CMJ294C| CVJ294CT

Phpat . 011G062800| Phpat.011G062800. 1
LOC_0s04g44550| LOC_Os04g44550. 1
CRVZN2G113990| GRVZN2G113990_TO01
GRVZNV2G132301| GRVZN2G132301_TO01
Bra009679| Bra009679

AT5G23395

Carubv10002124m. g| Carubv10002124m
Clymal6g01010| Gl ymal6g01010.

Medt r 8g020800| Medt r8g020800. 1
PGSC0003DNVG400025308| PGSC0003DNT40006510
CGSVI VG01034352001| GSVI VT01034352001
Cucsa. 300060| Cucsa. 300060. 1
30131.t000438| 30131. n007287

Eucgr. G02613| Eucgr. G02613.
Potri.010G254600] Potri . 0106254600 1

Vca: Vocar 20007539n| Vocar 20007539n| Vocar 2
Cre: g2905.t1]| g2905.t1] g2905| synonyn: g290
NP_500804. 1|

YKL195W
gi | 21389469
gi | 85092435

tr| F4QOB4| F4QOB4_DI CFS

CMJ294C| CMJ294CT

Phpat . 011G062800| Phpat.011G062800. 1
LCC_0s04g44550| LOC_Os04g44550. 1
CGRVZN2G113990| GRVZN2G113990_TO01
CRVZNV2G132301| GRVZN2G132301_T01
Bra009679| Bra009679

AT5G23395

Carubv10002124n. g| Carubv10002124m
Clymal6g01010| Gl ymal6g01010.

Medt r 8g020800| Medt r8g020800. 1
PGSC0003DNG400025308| PGSCO003DNT40006510
GSVI VG01034352001| GSVI VT01034352001
Cucsa. 300060| Cucsa. 300060.
30131.t000438| 30131. n007287

Eucgr. G02613| Eucgr. G02613. 1
Potri.010G254600] Potri.010G254600.1

Vca: Vocar 20007539n| Vocar 20007539n| Vocar 2
Cre: g2905.t1] g2905.t1] g2905| synonyn: g290
NP_500804. 1|

YKL195W

gi | 21389469

gi | 85092435

tr| FAGOB4| FAQOB4_DI CFS

CMJ294C| CMI294CT

Phpat . 011G062800| Phpat.011G062800. 1
LCC_Cs04g44550| LOC_0s04g44550. 1
CGRVZNM2G113990| GRVZV2G113990_T01
GRNZN2G132301| GRVZNV2G132301_T01
Bra009679| Bra009679

AT5G23395

Carubv10002124nm. g| Carubv10002124m

Gl ymal16g01010| Gl yma16g01010.

Vedt r 8g020800| Medt r 8g020800. 1
PGSC0003DNVG400025308| PGSCO003DNT40006510
CGSVI VG01034352001| GSVI VT01034352001
Cucsa. 300060 Cucsa. 300060. 1
30131.t1000438| 30131. n007287
Eucgr.G02613| Eucgr . G02613, 1
Potri.010G254600| Potri.010G254600. 1
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1 VSAP 4ERPS@SVEKKECPI CVNFRE

1 QATPVAASVAEPQPRTPASTP- - GTjz- - TECQRG 32CQ EAE%KECPI oV/VFR

T 0- L RE[ZF FKSVKVEYRPY- FE--PYETPE 33SVYPDGSI NI DCT AE
203 AGSSEKKDPEHSDDEK&QCQSDD TTEDN 233NGEEESSKKTVSDSENSA- - - - - - - QEESEDEEKEEL RKGEEKENGPTEES- - VQHEGA 284YNPDT GE[NW!
14 ------ Hewwee e - RA 16- GAEEG- KDRI | FVTKE- - - - - - - - DHET] !s- ™. SRELVAD- - - DP- - - N- D- - PY[§EHG 54l LPNGNI NWNCPCL

DEKP
VE

.- QAAEHAAARKAALAWAKAA- -- ATP 123ATPSESVEECI TKAEAEAEAVPE- - SESTEGVI PE‘VGASPEALQEE- - ADACG! 179FNPETCEI N
KSQKDI TR VDTA 20PYPSKADEASCPPCI RS
NQPDKEVRGTEAVDA- ---ASSS------ PSRDNR ZSSKEQNI EDALNCPCVESLK

-VLLSGCGL CTgQL

- SIRRTVEPEPS- - -
- SlgyVVEPEPP- - -

- S|y 'AVEAAPSSSZEPAPA
- PSTNS RDSN!

EKALECPCI Azl |
KALECPCI L
NxAL ECPCI ADL|

25 GGCEQEFNKFNVDCGVRGEKCGDGDYRDCI PLFEA CVQR 64NPAVFCGDVLE$BVEDL SKT- - - - - - - - - - - NTEYPE- - - - - - - SRERQSTGSS* - - - - - - 99----
52 EﬁCEKEFNAFNDCGVKGEKGDG KDCI PL FE"S’WCNQR 92NPAVFGE DVIZaL AKT- - - - NTEY - - - PAAAAE* - - - -
53 CGYL| RDALVCFNASKg- TPRGLDCEKEFVAHAT'CTEE 92ANRKS

296 RK 343YPEHY

CPCL%NAHGF’CCEE KSAFSCFVYSEA- EPKGI DCVEKFQHNCD!
72 NASGP GEQFKSAFS FHYSTEvgl KGSDCVDQFRANQECNCK 113YPDLYPGE
PCL GGNVAHGPCGEEFKAAFSCFVYSTE- EPKCGVDCI EKFSHVQDCFRK 238 YPE!

40 KGPCGELI | DAFVCFQKETD- - - HREKCAGAFTSLRNCVLN 77YPI RYYVALFQNPK

SCGEAFI AAYRCFLESEA EPRCSDCYEVFQRNQDCNLA 84HPDEY

VT KE:

QQ
RRSSSVENGRSVVVNPEPLPAPASAPPSTGRDPSESLE 140CA
——————— ZGGEF TLHGN: - KQEGT, PPPCGAI RK 174

V KPKL*
KPKV*
INPKV*
PRSAK

216
35- 135
158- 158
145- 145






