gi | 85092415
gi | 85115828
gi | 164424111
gi| 11342664
gi | 222136617
Esi 0024_0159

gi | 193204309

Esi 0343_0016

YCR211C™

gi | 71981891

gi | 56549125| ref | NP_001005362. 1| dynami n- 2
gi | 59853099 ref | NP_004399. 2| dynami n- 1
PGSC0003DNVG400010899
Vocar20015232m. g| Vocar 20015232m
Crel7.9724150| Crel7.g724150.t1.1
Vocar20001129m. g| Vocar 20001129

gi 85111713
CVE019C| CVE019CT
gi | 85099877

gi | 71993833

gi | 66816950 Dd

0029_0136

101670| 101670| S

404911] 404911 S

Phpat . 024G072600| Phpat . 024G072600
437242( 437242 S

Phpat . 023G005400| Phpat . 023G005400
Phpat . 020G019000| Phpat . 020G019000
Phpat . 008G087300| Phpat . 008G087300
Phpat . 023G066800| Phpat . 023G066800

m
»

VHETYDLLAHRLFGASSAKPGSKYLVGI AGPPGAGKSTLANEVSGRVNKL -

RPRRRE

gi | 66816205

LCC_0s04g31190| LOC_0s04g31190. 1
AT2G14120
Carubv10013019nm. g| Carubv10013019m
AT4G33650

Carubv10004162m. g| Carubv10004162m
Bra011458| Bra011458

Bra036991| Bra036991

Bra034579| Bra034579
LCC_0s01g69130| LOC_0s01969130. 1
CRVZN2G129155| GRVZN2G129155_T01
CGRVZN2G180335| GRVZNV2G180335_TO01
Gl ynra209g06670| Gl yma20g06670. 1
Medtr29g009690| Medt r 2g009690
Vedt r 4g093750| Medt r 49093750
Cl yma07g30150| Gl yma07g30150
Cl yma08g07160| Gl ymra08g07160
Gl yma04g16340| Gl yma04g16340
Gl ynral39g32940| Gl yma13g32940.
Clynal59g06380| Gl ymal5g06380.
Cucsa. 331870 Cucsa. 331870. 1

GSVI VG01012532001| GSVI VT01012532001
Cucsa.218420| Cucsa. 218420. 1
Potri.012G125300| Potri.012G125300.1
Potri.007G118300| Potri.007G118300. 1
Potri.017G041800| Potri.017G041800. 1
29506.t000007| 29506. m000169| Rc
Eucgr.102611| Eucgr.102611. 1
29848.1000060| 29848. n004504| Rc

GSVI VG01036006001| GSVI VT01036006001
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PRRPRRRRRRRRRRRPRRPRRRRRRRRRRRPRRRRRRRRRRRRRRRPRPRRRRRRRRRRRRRRRR R R

gi | 85092415

gi | 85115828

gi| 164424111

gi| 11342664

gi| 222136617

Esi1 0024_0159

Esi 0021_0042

Esi 0103_0037

| 193204309

Esi 0343_0016

YCR211C

gi| 71981891

gi | 56549125| ref | NP_001005362. 1| dynami n- 2
59853099| ref | NP_004399. 2| dynami n-1
PGSC0003DNVG400010899
Vocar20015232nm. g| Vocar 20015232
Crel7.9724150| Crel7.g724150.t1.1
Vocar 20001129m. g| Vocar 20001129m
gi| 85111713

CVE019C| CVE019CT

gi | 85099877

gi| 71993833

gi | 66816950| Dd

Esi 0029_0136

101670 101670| Sm

404911| 404911 S

Phpat . 024G072600| Phpat. 024G072600
437242|437242 Sm

Phpat. 023G005400| Phpat . 023G005400
Phpat. 020G019000| Phpat . 020G019000
Phpat . 008G087300| Phpat. 008G087300
Phpat . 023G066800| Phpat. 023G066800
gi | 66816205

LCC_0s04g31190| LOC_0s04g31190. 1
AT2G14120

Carubv10013019m. g| Carubv10013019m
AT4G33650
Carubv10004162m. g| Carubv10004162m
Bra011458| Bra011458

Bra036991| Bra036991

Bra034579| Bra034579
LCC_(Cs019g69130| LOC_0s01g69130. 1
CGRVZN2G129155| GRVZN2G129155_TO01
CGRVZNM2G180335| GRVZNV2G180335_TO01

Cl yma20g06670| Gl yma20g06670. 1

Medt r 2g009690| Medt r 2g009690
Vedt r 4g093750| Medt r 49093750
Gl ynra079g30150| Gl yma07g30150.
Cl ynra08g07160| Gl ymra08g07160
Cl yma04g16340| Gl yma04g16340
Cl ymal3g32940| Gl ymal3g32940
Gl ymal15g06380| Gl ymal5g06380
Cucsa. 331870| Cucsa. 331870. 1
CSVIVC01012532001|GSVIVT01012532001
Cucsa. 218420| Cucsa. 218420.
Polrl.0126125300|P01r|.0126125300 1
Potri.007G118300| Potri.007G118300.1
Potri.017G041800| Potri.017G041800.1
29506.t000007| 29506. m000169| Rc
Eucgr.102611| Eucgr.102611.1
29848.1000060] 29848. m004504| Rc

GSVI VG01036006001| GSVI VT01036006001
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gi | 85092415

gi | 85115828
gi| 164424111
gi| 11342664

gi| 222136617

Es1 0024_0159

Esi 00210042

Esi 0103_0037

gi | 193204309

Esi 0343_0016

YCR211C

gi] 71981891

gi | 56549125| ref | NP_001005362. 1| dynami n- 2
gi | 59853099 ref | NP_004399. 2| dynami n- 1
PGSC0003DNVG400010899

Vocar20015232m. g| Vocar 20015232m
Crel7.9724150| Crel7.g724150.t1.1
Vocar 20001129n. g| Vocar 20001129

gi | 85111713
CVE019C| CVEO19CT
gi | 85099877

gi | 71993833

gi | 66816950 Dd
Esi 0029_0136

101670 101670| S
404911| 404911| Sm

Phpat . 024G072600| Phpat .
437242| 437242| S

Phpat . 023G005400| Phpat .
Phpat . 020G019000| Phpat .
Phpat . 008G087300| Phpat .
.023G066800]| Phpat .
gi | 66816205
LCC_Cs049g31190| LOC_0s049g31190. 1
AT2G14120

Carubv10013019m. g| Carubv10013019m
AT4G33650

Carubv10004162m. g| Carubv10004162m
Bra011458| Bra011458

Bra036991| Bra036991

Bra034579| Bra034579
LCC_C0s01g69130| LOC_0s01g69130. 1
GRNZN2G129155| GRVZV2G129155_T01
GRNVZN2G180335| GRVZV2G180335_T01

Gl yma20g06670| Gl yma20g06670- 1

Vedt r2g009690| Medt r 2g009690.
Vedtr49g093750| Medt r4g093750.
Gl ynra079g30150| Gl yma07g30150.
Cl yma08g07160| Gl yma08g07160.
Cl yma04g16340| Gl yma04g16340.
Gl yma13932940| Gl yma13932940.
Gl ynal59g06380| Gl ymal5g06380.
Cucsa. 331870| Cucsa. 331870. 1

GSVI VG01012532001] GSVI VT01012532001
Cucsa. 218420| Cucsa. 218420. 1
Potri.012G125300| Potri.012G125300.1
Potri.007G118300| Potri.007G118300.1
Potri.017G041800| Potri.017G041800. 1
29506.t000007| 29506. m000169| Rc
Eucgr.102611| Eucgr.102611.1
29848.1000060] 29848. n004504| Rc

GSVI VG01036006001| GSVI VT01036006001

024G072600.

023G005400.
020G019000.
008G087300.
023G066800.
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gi | 85092415

gi| 85115828

gi| 164424111

gi| 11342664

gi| 222136617

Esi 0024_0159

Esi 0021_0042

Esi 0103_0037

gi | 193204309

Esi 0343_0016

YCR211C

gi| 71981891

gi | 56549125| ref | NP_001005362. 1| dynami n- 2
gi | 59853099 ref | NP_004399. 2| dynami n- 1
PGSC0003DNG400010899
Vocar20015232nm. g| Vocar 20015232
Crel7.9724150| Crel7.9724150.t1.1
Vocar 20001129m. g| Vocar 20001129m
gi| 85111713

CVE019C| CVE019CT

gi | 85099877

gi | 71993833
g 66816950| Dd
Esi 0029_0136

101670| T01670| S
404911| 404911| Sm

Phpat . 024G072600| Phpat .
437242| 437242| S

Phpat . 023G005400| Phpat .
Phpat.020G019000| Phpat .
Phpat . 008G087300| Phpat .
Phpat . 023G066800| Phpat .
gi | 66816205
LCC_0s04g31190| LOC_0s049g31190. 1
AT2G14120

Carubv10013019m. g| Carubv10013019mn
AT4G33650

Carubv10004162m. g| Carubv10004162m
Bra011458| Bra011458

Bra036991| Bra036991

Bra034579| Bra034579
LCC_0s01g69130| LOC_0s019g69130. 1
GRVZN2G129155| GRVZN2G129155_T01
CGRVZNM2G180335| GRVZN2G180335_TO01

Cl yma20g06670| Gl yma20g06670.
Medt r2g009690| Medt r2g009690.
Medt r 4g093750| Medtr4g093750.
Gl ynra079g30150| Gl yma07g30150.
Cl ynra08g07160| Gl yma08g07160.
Cl ynra049g16340| Gl yma04g16340.
Cl ymal3g32940| Gl ymal13g32940.
Cl ymal5g06380| Gl yna15g06380.
Cucsa. 331870| Cucsa. 331870.
CGSVI VG01012532001| GSVI VT01012532001
Cucsa. 218420 Cucsa. 218420. 1

024G072600.

023G005400.
020G019000.
008G087300.
023G066800.
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Potri.012G125300| Potri.012G125300.1
Potri.007G118300| Potri.007G118300.1
Potri.017G041800| Potri.017G041800.1

29506.1000007| 29506, M000169| Rc
Eucgr.102611| Eucgr.|02611, 1

298481 000060| 29848, M004504| Re

GSVI VG01036006001| GSVI VT01036006001

PRRe

168
1
127

~
RPORRRRRRRRRRE

1
160

~
PRRPRRRRRUORRPRRRPRPRRRRRRRRRRRRRRRRR R

NWGGAE
EVDI AK
AV- - - -

S- - - - TLDg 11RD=AGEQCQLLVL EKLG-
GS- El KPP- - I L DRL' D LR-
- DFNFLTLNNGPPPGN- RSGPRA SLR
- - SHPLLLNGDATV- - - AQKNPGSVAENNLC 42SQYEEKVRPCI ESLR
TVNKLD 31EAI ERElyRgWL DLYDSLR-
S| FQ 17l HDR V\LDLVDELR—
SAGGAASVEA- DDGG- CGE Al 8 292Gl RRI sl S-
SGGGGCGEGN\/PVKEPVI LASLNSAFSSKK 197DEPEEKKDNVSAEERI QKL GEEMLKTGQSQYQREL ERL EKENKVL KGR BKAA 250K! LK BVYS
0 | D _8NEI NRLSCELCAL o RA
DDEDDENDSV 177DTTGQDENENLTK
MEWG 4NGGNGAL | PVigNRVQDA- §S
2NRGNEDLI PLVNRLQDA-E
- - - VESLI GLVNRI QVA- €T
o- - - VERVI GLVNKL Q@l - CT
D 8DTLGNLI Pl VNKL
b soTLG@u Pl VNKLGDI -
-V 1Al GDBLLGVVNKL QDL
0-=- VERLI Pl VNKL QDL -
14l SDPCL KL s

T;%CALS 10KLCSKDQGELLDAI DRLR-
SL

ENNL Y QOSQYECKVRPCI

YAKCQQQLFKNNETFN 130ETVGASLLPI I
GSTPSSSTPCSPCSCS ZHPT- ALP 27HF

L
- VAMVEDLI PVVNKLGQDV- &S
VI P NKLUD 3

FPHETY

B R ASPPP
gL GL PATEAAA\AVPGSPFRLPE%P

SCPAVSVSAGSVSAAL PNVT

------ VEPAGSVPGSPSRL L SigePT|

C TPPS- - TPPSSSTP
- - TPPS- - TPPPST- - -

wFETEvv RRYL DI SAHVSI VPHEDAN-
TEI RgR PESSI TVSI | PDRNRP
ATQI THRRDPEVCI | | TI | PAPQST-

Y=l S 59EVA- Flgl KANL-
SECKSSVLEA T 59[€l P- FlggEACA-
S VT 57[€l P- FldNeQEL -

SISe

SVLEALS 139CGVA-TPRCSC RCPGVEKL NCP- CEAWAGRI SYRNTE-
SVLEALS 91GVA- LPRGSGI - VTgCPL VL RLKKLVNEDKWRCKVSYGDYE
VL EALSER:LY %iv | VKRggyP GDGWHGKT SVEWK-
e[ ECVYRIFN"S 66[€l P- FIJNESCL - TQRI NKSSFKGSPWKASASI PEQGC:
IQS CKSSVLEA A 78[eVP- FESCL- g!l SVKRSAT GSRWSAVAHASNE-
E S oQ KTSVLEMVA GENVNTRAPVKVTLSEGPYHVAGFR
LLGC- - NNEE- - - - VKI PGV*VAGAQSAGKS VL EALG 58[eNV- KL PRG \| - TTRVPLVLSLVAVPGAEP- - - - - - - - - - - -
CM EIl - RTI LN- - KVDSSSAHLTLPSI VVI GgQSSGKSSVLESI V 231 REFLPKGSNI\/ VTRRPI ELTLVNTPNSN
CLG- - TRVE- - - - FE|@PQI AVlGQECSAGKSGVLENFV 54LKDFL PRGSGI - VTREPLI LGLI QD
Al G- - CNAD- - - - - - - 52 ERDFL PRGSGI - VT
ELGDYCATNNSFSSLV\D 56[€RDFLPRGSGI - VT
L GDNAL SP- - QSI LWNI 54[€RDFLPRGTGI - VT
QVT- - VDLK- - - - - - - 58[€RDFL PRGNDI - VT

GVT- - VDLK- - - - - - - L 58[€RDFL PRGNDI - VT
TIG--N B 51/€RDFL PRGSGI - VT
ETG- - LDSP- - - - --- | 47)eE
TT\éh— S VNNP- - - - - - - Iy 6

KEDG- - - - - - - | T
GEN- AALI G- - - - SE- - -=- - - TEPQ E LV 17BGRDFLPR TRRPLVLQLVQTTTTSRNN\/NENEDE
2l G- - - QTP -1 mw GSQSK 43 ERDFLPRGTGI - VT |.| QLYNTAGTNCGKRGSSCVASAAATAAAGPAGTSPTAPPTP 107PRK

€- - -- =4 '= -
DI EP%LG SPST- =o%
Qv

aRViE- -
ARVe- -
ARVe- -



gi | 85092415
gi | 85115828
gi | 164424111
gi | 11342664
gi | 222136617
Esi 0024_0159
Esi 00210042
Esi 01030037
gi | 193204309
Esi 0343_0016
YCR211C

gi | 71981891

gi | 56549125| ref | NP_001005362. 1| dynami n- 2
gi | 59853099 ref | NP_004399. 2| dynami n- 1

PGSC0003DNVG400010899

Vocar20015232m. g| Vocar 20015232m
Crel7.9724150| Crel7.g724150.t1.1
Vocar 20001129n. g| Vocar 20001129

gi | 85111713
CVE019C| CVEO19CT
gi | 85099877

gi | 71993833

gi | 66816950 Dd
Esi 0029_0136

101670 101670| S

404911| 404911| Sm

Phpat.024G072600| Phpat . 024G072600.
437242| 437242| S

Phpat . 023G005400| Phpat . 023G005400.
Phpat . 020G019000| Phpat. 020G019000.
Phpat . 008G087300| Phpat. 008G087300.
Phpat . 023G066800| Phpat. 023G066800.
gi | 66816205

LCC_Cs049g31190| LOC_0s049g31190. 1
AT2G14120

Carubv10013019m. g| Carubv10013019m
AT4G33650

Carubv10004162m. g| Carubv10004162m
Bra011458| Bra011458

Bra036991| Bra036991

Bra034579| Bra034579
LCC_C0s01g69130| LOC_0s01g69130. 1
GRNZN2G129155| GRVZV2G129155_T01
GRNVZN2G180335| GRVZV2G180335_T01

Gl yma20g06670| Gl yma20g06670- 1

Vedt r2g009690| Medt r 2g009690
Vedtr49g093750| Medt r4g093750.
Gl ynra079g30150| Gl yma07g30150.
Cl yma08g07160| Gl yma08g07160.
Cl yma04g16340| Gl yma04g16340.
Gl yma13932940| Gl yma13g32940
Gl ynal59g06380| Gl ymal5g06380.
Cucsa. 331870| Cucsa. 331870. 1

GSVI VG01012532001] GSVI VT01012532001
Cucsa. 218420| Cucsa. 218420. 1
Potri.012G125300| Potri.012G125300.1
Potri.007G118300| Potri.007G118300.1
Potri.017G041800| Potri.017G041800. 1
29506.t000007| 29506. m000169| Rc
Eucgr.102611| Eucgr.102611.1
29848.1000060] 29848. n004504| Rc

GSVI VG01036006001| GSVI VT01036006001
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gi | 85092415

gi | 85115828

gi | 164424111
gi | 11342664

gi | 222136617
Esi 0024_0159
Esi 00210042
Esi 0103-0037
gi | 193204309
Esi 0343_0016
YCR211C

gi | 71981891

gi | 56549125| ref| NP_001005362. 1| dynanmi n-2

gi | 59853099 ref | NP_004399. 2| dynami n- 1
PGSC0003DNG400010899
Vocar20015232nm. g| Vocar 20015232
Crel7.9724150| Crel7.9724150.t1.1
Vocar 20001129m. g| Vocar 20001129m
gi| 85111713
CVE019C| CVE019CT
gi | 85099877
gi| 71993833
g| 66816950| Dd

Esi 0029_0136
101670| T01670| S
404911| 404911| Sm
Phpat . 024G072600| Phpat. 024G072600.
437242| 437242| S
Phpat. 023G005400| Phpat. 023G005400.
Phpat. 020G019000| Phpat . 020G019000.
Phpat. 008G087300| Phpat . 008G087300.
Phpat . 023G066800| Phpat. 023G066800.
gi | 66816205
LCC_0s04g31190| LOC_Os04g31190. 1
AT2G14120
Carubv10013019m. g| Carubv10013019mn
AT4G33650
Carubv10004162m. g| Carubv10004162m
Bra011458| Bra011458
Bra036991| Bra036991
Bra034579| Bra034579
LCC_0s01g69130| LOC_0s01g69130. 1
GRVZN2G129155| GRVZN2G129155_T01
CGRVZNM2G180335| GRVZN2G180335_TO01
Cl yma20g06670| Gl yma20g06670.
Medt r2g009690| Medt r2g009690.
Medt r 4g093750| Medtr4g093750.
Gl ynra079g30150| Gl yma07g30150.
Cl ynra08g07160| Gl yma08g07160.
Cl ynra049g16340| Gl yma04g16340.
Cl ymal3g32940| Gl ymal13g32940.
Cl ymal5g06380| Gl yna15g06380.
Cucsa. 331870| Cucsa. 331870.
CGSVI VG01012532001| GSVI VT01012532001
Cucsa. 218420 Cucsa. 218420. 1
Potri.012G125300| Potri.012G125300.1
Potri.007G118300| Potri.007G118300.1
Potri.017G041800| Potri.017G041800.1
29506.t000007| 29506. n000169| Rc
Eucgr.|02611| Eucgr. 026111
29848.1000060] 29848. m004504| Rc
GSVI VG01036006001| GSVI VT01036006001
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Cl ynra08g07160| Gl ymra08g07160
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gi | 56549125| ref | NP_001005362. 1| dynami n- 2
gi | 59853099 ref | NP_004399. 2| dynami n- 1
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LCC_C0s01g69130| LOC_0s01g69130. 1
GRNZN2G129155| GRVZV2G129155_T01
GRNVZN2G180335| GRVZV2G180335_T01

Gl yma20g06670| Gl yma20g06670- 1

Vedt r2g009690| Medt r 2g009690.
Vedtr49g093750| Medt r4g093750.
Gl ynra079g30150| Gl yma07g30150.
Cl yma08g07160| Gl yma08g07160.
Cl yma04g16340| Gl yma04g16340.
Gl yma13932940| Gl yma13932940.
Gl ynal59g06380| Gl ymal5g06380.
Cucsa. 331870| Cucsa. 331870. 1
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Potri.017G041800| Potri.017G041800. 1
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024G072600.

023G005400.
020G019000.
008G087300.
023G066800.

RPRREE e

PRPRNRPR

gi | 85092415

gi| 85115828

gi| 164424111

gi| 11342664

gi| 222136617

Esi 0024_0159

Esi 0021_0042

Esi 0103_0037

gi | 193204309

Esi 0343_0016

YCR211C

gi| 71981891

gi | 56549125| ref | NP_001005362. 1| dynami n- 2
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Medt r2g009690| Medt r2g009690.
Medt r 4g093750| Medtr4g093750.
Gl ynra079g30150| Gl yma07g30150.
Cl ynra08g07160| Gl yma08g07160.
Cl ynra049g16340| Gl yma04g16340.
Cl ymal3g32940| Gl ymal13g32940.
Cl ymal5g06380| Gl yna15g06380.
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023G066800.

RPREE e

PRRPRNPRR

Potri.012G125300| Potri.012G125300.1
Potri.007G118300| Potri.007G118300.1
Potri.017G041800| Potri.017G041800.1

29506.1000007| 29506, M000169| Rc
Eucgr.102611| Eucgr.|02611, 1

298481 000060| 29848, M004504| Re

GSVI VG01036006001| GSVI VT01036006001
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gi | 85092415

gi | 85115828
gi| 164424111
gi| 11342664

gi| 222136617
Esi 0024_0159

gi | 193204309
Esi 0343_0016
YCR211C~

gi | 71981891

gi | 56549125| ref | NP_001005362. 1| dynami n- 2

gi | 59853099 ref | NP_004399. 2| dynami n- 1
PGSC0003DNVG400010899

Vocar20015232m. g| Vocar 20015232m
Crel7.9724150| Crel7.g724150.t1.1
Vocar 20001129n. g| Vocar 20001129

gi | 85111713
CVE019C| CVEO19CT
gi | 85099877

gi | 71993833

gi | 66816950 Dd
Esi 0029_0136

101670 101670| S

404911| 404911| Sm

Phpat.024G072600| Phpat . 024G072600.
437242| 437242| S

Phpat . 023G005400| Phpat . 023G005400.
Phpat . 020G019000| Phpat. 020G019000.
Phpat . 008G087300| Phpat. 008G087300.
Phpat . 023G066800| Phpat. 023G066800.
gi | 66816205

LCC_Cs049g31190| LOC_0s049g31190. 1
AT2G14120

Carubv10013019m. g| Carubv10013019m
AT4G33650

Carubv10004162m. g| Carubv10004162m
Bra011458| Bra011458

Bra036991| Bra036991

Bra034579| Bra034579
LCC_C0s01g69130| LOC_0s01g69130. 1
GRNZN2G129155| GRVZV2G129155_T01
GRNVZN2G180335| GRVZV2G180335_T01

Gl yma20g06670| Gl yma20g06670- 1

Vedt r2g009690| Medt r 2g009690.
Vedtr49g093750| Medt r4g093750.
Gl ynra079g30150| Gl yma07g30150.
Cl yma08g07160| Gl yma08g07160.
Cl yma04g16340| Gl yma04g16340.
Gl yma13932940| Gl yma13932940.
Gl ynal59g06380| Gl ymal5g06380.
Cucsa. 331870| Cucsa. 331870. 1

GSVI VG01012532001] GSVI VT01012532001
Cucsa. 218420| Cucsa. 218420. 1
Potri.012G125300| Potri.012G125300.1
Potri.007G118300| Potri.007G118300.1
Potri.017G041800| Potri.017G041800. 1
29506.t000007| 29506. m000169| Rc
Eucgr.102611| Eucgr.102611.1
29848.1000060] 29848. n004504| Rc

GSVI VG01036006001| GSVI VT01036006001

RPRREE e

PRPRNRPR

gi | 85092415
gi | 85115828
gi | 164424111
gi | 11342664
gi | 222136617
Esi 0024_0159
Esi 00210042
Esi 0103-0037
gi | 193204309
Esi 0343_0016
YCR211C~

gi | 71981891

gi | 56549125| ref | NP_001005362. 1| dynami n- 2

gi | 59853099 ref | NP_004399. 2| dynami n- 1
PGSC0003DNG400010899
Vocar20015232nm. g| Vocar 20015232
Crel7.9724150| Crel7.9724150.t1.1
Vocar 20001129m. g| Vocar 20001129m
gi| 85111713
CVE019C| CVE019CT
gi | 85099877
gi| 71993833
g| 66816950| Dd

Esi 0029_0136
101670| T01670| S
404911| 404911| Sm
Phpat . 024G072600| Phpat. 024G072600.
437242| 437242| Sm
Phpat. 023G005400| Phpat. 023G005400.
Phpat. 020G019000| Phpat . 020G019000.
Phpat. 008G087300| Phpat . 008G087300.
Phpat . 023G066800| Phpat. 023G066800.
gi | 66816205
LCC_0s04g31190| LOC_Os04g31190. 1
AT2G14120
Carubv10013019m. g| Carubv10013019mn
AT4G33650
Carubv10004162m. g| Carubv10004162m
Bra011458| Bra011458
Bra036991| Bra036991
Bra034579| Bra034579
LCC_0s01g69130| LOC_0s01g69130. 1
GRVZN2G129155| GRVZN2G129155_T01
CGRVZNM2G180335| GRVZN2G180335_TO01
Cl yma20g06670| Gl yma20g06670.
Medt r2g009690| Medt r2g009690.
Medt r 4g093750| Medtr4g093750.
Gl ynra079g30150| Gl yma07g30150.
Cl ynra08g07160| Gl yma08g07160.
Cl ynra049g16340| Gl yma04g16340.
Cl ymal3g32940| Gl ymal13g32940.
Cl ymal5g06380| Gl yna15906380.
Cucsa. 331870| Cucsa. 331870.
CGSVI VG01012532001| GSVI VT01012532001
Cucsa. 218420 Cucsa. 218420. 1
Potri.012G125300| Potri.012G125300.1
Potri.007G118300| Potri.007G118300.1
Potri.017G041800| Potri.017G041800.1
29506.t000007| 29506. n000169| Rc
Eucgr.|02611| Eucgr. 026111
29848.1000060] 29848. m004504| Rc
GSVI VG01036006001| GSVI VT01036006001

RPREE e
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gi | 85092415

gi | 85115828
gi| 164424111
gi| 11342664

gi| 222136617
Esi 0024_0159

gi | 193204309

Esi 0343_0016

YCR211C™

gi] 71981891

gi | 56549125| ref | NP_001005362. 1| dynami n- 2
gi | 59853099 ref | NP_004399. 2| dynami n- 1
PGSC0003DNVG400010899

Vocar20015232m. g| Vocar 20015232m
Crel7.9724150| Crel7.g724150.t1.1

Vocar 20001129n. g| Vocar 20001129

gi | 85111713
CVE019C| CVEO19CT
gi | 85099877

gi | 71993833

gi | 66816950 Dd
Esi 0029_0136

101670 101670| S
404911| 404911| Sm

Phpat . 024G072600| Phpat
437242| 437242| S

Phpat . 023G005400| Phpat
Phpat . 020G019000| Phpat
Phpat . 008G087300| Phpat
.023G066800]| Phpat .
gi | 66816205
LCC_Cs049g31190| LOC_0s049g31190. 1
AT2G14120

Carubv10013019m. g| Carubv10013019m
AT4G33650
Carubv10004162m. g| Carubv10004162m
Bra011458| Bra011458

Bra036991| Bra036991

Bra034579| Bra034579
LCC_C0s01g69130| LOC_0s01g69130. 1
GRNZN2G129155| GRVZV2G129155_T01
GRNVZN2G180335| GRVZV2G180335_T01

Gl yma20g06670| Gl yma20g06670- 1
Vedt r2g009690| Medt r 2g009690
Vedtr49g093750| Medt r4g093750.
Cl ynra079g30150| Gl ymra07g30150
Cl yma08g07160| Gl yma08g07160
Cl yma04g16340| Gl yma04g16340
Gl yma13932940| Gl yma13g32940
Gl ynal59g06380| Gl ymal5g06380.
Cucsa. 331870| Cucsa. 331870. 1

GSVI VG01012532001] GSVI VT01012532001
Cucsa. 218420| Cucsa. 218420. 1
Potri.012G125300| Potri.012G125300.1
Potri.007G118300| Potri.007G118300.1
Potri.017G041800| Potri.017G041800. 1
29506.t000007| 29506. m000169| Rc
Eucgr.102611| Eucgr. 102611
29848.1000060] 29848. n004504| Rc

GSVI VG01036006001| GSVI VT01036006001

024G072600.

023G005400.
020G019000.
008G087300.
023G066800.

RPRREE e

PRPRNRPR

gi | 85092415

gi| 85115828

gi| 164424111

gi| 11342664

gi| 222136617

Esi 0024_0159

Esi 0021_0042

Esi 0103-0037

gi | 193204309

Esi 0343_0016

YCR211C™

gi| 71981891

gi | 56549125| ref | NP_001005362. 1| dynami n- 2
gi | 59853099 ref | NP_004399. 2| dynami n- 1
PGSC0003DNG400010899
Vocar20015232nm. g| Vocar 20015232
Crel7.9724150| Crel7.9724150.t1.1
Vocar 20001129m. g| Vocar 20001129m
gi| 85111713

CVE019C| CVE019CT

gi | 85099877

gi | 71993833
g 66816950| Dd
Esi 0029_0136

101670| 101670| Si
404911| 404911| Sm

Phpat . 024G072600]| Phpat
437242| 437242| Sm

Phpat . 023G005400| Phpat
Phpat.020G019000| Phpat
Phpat . 008G087300| Phpat
Phpat . 023G066800| Phpat
gi | 66816205
LCC_0s04g31190| LOC_0s049g31190. 1
AT2G14120

Carubv10013019m. g| Carubv10013019mn
AT4G33650

Carubv10004162m. g| Carubv10004162m
Bra011458| Bra011458

Bra036991| Bra036991

Bra034579| Bra034579
LCC_0s01g69130| LOC_0s019g69130. 1
GRVZN2G129155| GRVZN2G129155_T01
CGRVZNM2G180335| GRVZN2G180335_TO01

Cl yma20g06670| Gl yma20g06670.
Medt r2g009690| Medt r2g009690.
Medt r 4g093750| Medtr4g093750.
Gl ynra079g30150| Gl yma07g30150.
Cl ynra08g07160| Gl yma08g07160.
Cl ynra049g16340| Gl yma04g16340.
Cl ymal3g32940| Gl ymal13g32940.
Cl ymal5g06380| Gl yna15906380.
Cucsa. 331870| Cucsa. 331870.
CGSVI VG01012532001| GSVI VT01012532001
Cucsa. 218420 Cucsa. 218420. 1

024G072600.

023G005400.
020G019000.
008G087300.
023G066800.

RPREE e

PRRPRNPRR

Potri.012G125300| Potri.012G125300.1
Potri.007G118300| Potri.007G118300.1
Potri.017G041800| Potri.017G041800.1

29506.1000007| 29506, M000169| Rc
Eucgr.102611| Eucgr.|02611, 1

298481 000060| 29848, M004504| Re

GSVI VG01036006001| GSVI VT01036006001

VDVGQNQKNVQVSHYSL CHGSAT GEC: - DSTI KMWVI VTCD- - - - -
STTGAGGARQPDHYDL PVYRPAQGGAAAGL GAPSRGPDP RRPVGCGGGGRGASDA 8 4 5 ASAAQRKQDVL VGRL VDI\/GF SRPQAEDAL NKSGCDPDL AAEQL l\fTQGSDAAA
69
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62
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gi | 85092415

gi| 85115828

gi| 164424111

gi| 11342664

gi| 222136617

Esi 0024_0159 51 LYCKLYADEA* -

Esi 0021_0042 1000 LADFLGSPAAGSSSVGGSGGARRVGE 1025EADRYCLFPASTCGAAACGGSRVACSRSRYDALFCEEETKSNASTRRSDGTI RRRTDTSS 1085LFCEDCTR* 1093
Esi 0103_0037 70

gi | 193204309

Esi 0343_0016

YCR211C™

gi] 71981891

gi | 56549125| ref | NP_001005362. 1| dynami n- 2
gi | 59853099 ref | NP_004399. 2| dynami n- 1
PGSC0003DNVG400010899

Vocar20015232m. g| Vocar 20015232m
Crel7.9724150| Crel7.g724150.t1.1

Vocar 20001129n. g| Vocar 20001129

gi | 85111713
CVE019C| CVEO19CT
gi | 85099877

gi | 71993833

gi | 66816950 Dd
Esi 0029_0136

101670 101670| S

404911| 404911| Sm

Phpat.024G072600| Phpat . 024G072600.
437242| 437242| S

Phpat . 023G005400| Phpat . 023G005400.
Phpat . 020G019000| Phpat. 020G019000.
Phpat . 008G087300| Phpat. 008G087300.
Phpat . 023G066800| Phpat. 023G066800.
gi | 66816205

LCC_Cs049g31190| LOC_0s049g31190. 1
AT2G14120

Carubv10013019m. g| Carubv10013019m
AT4G33650

Carubv10004162m. g| Carubv10004162m
Bra011458| Bra011458

Bra036991| Bra036991

Bra034579| Bra034579
LCC_C0s01g69130| LOC_0s01g69130. 1
GRNZN2G129155| GRVZV2G129155_T01
GRNVZN2G180335| GRVZV2G180335_T01

Gl yma20g06670| Gl yma20g06670- 1

Vedt r2g009690| Medt r 2g009690
Vedtr49g093750| Medt r4g093750.
Gl ynra079g30150| Gl yma07g30150.
Cl yma08g07160| Gl yma08g07160.
Cl yma04g16340| Gl yma04g16340.
Gl yma13932940| Gl yma13g32940
Gl ynal59g06380| Gl ymal5g06380.
Cucsa. 331870| Cucsa. 331870. 1

GSVI VG01012532001] GSVI VT01012532001
Cucsa. 218420| Cucsa. 218420. 1
Potri.012G125300| Potri.012G125300.1
Potri.007G118300| Potri.007G118300.1
Potri.017G041800| Potri.017G041800. 1
29506.t000007| 29506. m000169| Rc
Eucgr.102611| Eucgr.102611.
29848.1000060] 29848. n004504| Rc

GSVI VG01036006001| GSVI VT01036006001

RPRREE e

PRPRNRPR

gi | 85092415
gi | 85115828
gi | 164424111
gi | 11342664
gi | 222136617
Esi 0024_0159

Esi 00210042 1094

Esi 0103-0037

gi | 193204309 965 - 964
Esi 0343_0016

YCR211C~ 882 - 881
gi | 71981891

gi | 56549125| ref | NP_001005362. 1| dynami n- 2
gi | 59853099 ref | NP_004399. 2| dynami n- 1
PGSC0003DNG400010899
Vocar20015232nm. g| Vocar 20015232
Crel7.9724150| Crel7.9724150.t1.1
Vocar 20001129m. g| Vocar 20001129m
gi| 85111713
CVE019C| CVE019CT
gi | 85099877
gi| 71993833
gl 66816950 Dd 921 920

Esi 0029_0136
101670| 101670| Si
404911| 404911| Sm 986 -- 985
Phpat . 024G072600| Phpat. 024G072600.
437242| 437242| Sm
Phpat. 023G005400| Phpat. 023G005400.
Phpat. 020G019000| Phpat . 020G019000.
Phpat. 008G087300| Phpat . 008G087300.
Phpat . 023G066800| Phpat. 023G066800.
gi | 66816205
LCC_0s04g31190| LOC_Os04g31190. 1
AT2G14120
Carubv10013019m. g| Carubv10013019mn
AT4G33650
Carubv10004162m. g| Carubv10004162m
Bra011458| Bra011458
Bra036991| Bra036991
Bra034579| Bra034579
LCC_0s01g69130| LOC_0s01g69130. 1
GRVZN2G129155| GRVZN2G129155_T01
CGRVZNM2G180335| GRVZN2G180335_TO01
Cl yma20g06670| Gl yma20g06670.
Medt r2g009690| Medt r2g009690.
Medt r 4g093750| Medtr4g093750.
Gl ynra079g30150| Gl yma07g30150.
Cl ynra08g07160| Gl yma08g07160.
Cl ynra049g16340| Gl yma04g16340.
Cl ymal3g32940| Gl ymal13g32940.
Cl ymal5g06380| Gl yna15906380.
Cucsa. 331870| Cucsa. 331870.
CGSVI VG01012532001| GSVI VT01012532001 924 23
Cucsa. 218420 Cucsa. 218420. 1
Potri.012G125300| Potri.012G125300.1
Potri.007G118300| Potri.007G118300.1
Potri.017G041800| Potri.017G041800.1
29506.t000007| 29506. n000169| Rc
Eucgr.|02611| Eucgr. 026111
29848.1000060] 29848. m004504| Rc
GSVI VG01036006001| GSVI VT01036006001

RPREE e

PRRPRNPRR






