
At1g73200      1 MVSFTGFAFVFGILLGILAIVTAEVVGFLYLLKRLNRKRDRQESNSSSDPNFKSFDPRQS	 60IDFSLNKQGVIWILELDENVKDWMKEKLPKEQKKKRV
gi|66816495    1 ------------------------------------------------------------	 0--------------------------------------
YOL009C        1 ------------------------------------------------------------	 0--------------------------------------
gi|85113864    1 ------------------------------------------------------------	 0--------------------------------------

At1g73200     98 DLLEVHPVRRFARIKDHKLILSD	 120SLDGPQTPITLKGCFVDAVSGSGPTRKWAKRFPIQVESKTSVLYKGNRVFYIFLETSWEK	 180ESWCKALRL
gi|66816495    1 ----------------------	 0------------------------------------------------------------	 0--------------
YOL009C        1 ----------------------	 0------------------------------------------------------------	 0--------------
gi|85113864    1 ----------------------	 0------------------------------------------------------------	 0--------------

At1g73200    190 AACENQERFIWSTKLKEDFRNYLASLNAAYPSFMKPSAGFSFESLDKGLKA	 240DGPSSKVRLIWKKFSKKCSTKVNFPPSIRDDKKTSSRSYQDSQST
gi|66816495    1 ----------------------------------------------	 0----------------------------------------------------
YOL009C        1 ----------------------------------------------	 0----------------------------------------------------
gi|85113864    1 ----------------------------------------------	 0----------------------------------------------------

At1g73200    286 GSSGKSTSARRMQDN	 300IPEETDVQVISRSWSHSSHASDVDSEDKSFDEGTLALNVVLSRLFFDVKQNTVLKNLVRE	 360RIQRIMSNMRIPSYIGE
gi|66816495    1 --------	 0------------------------------------------------------------	 0----------------------------
YOL009C        1 --------	 0-------MSFDINWSTLES----------------------------DN---RLNDLIRK	 22HLNSYLQNTQLPSYVSNLRVLDFDLGK
gi|85113864    1 --------	 0-------MSIDLNWDTVTG----------------------------GPDGQELAQKIRD	 25FIHEKFQAVPLPRFIKSVTVHDFEFGS

At1g73200    378 LICCDVDIGNLPPYIHGTRILPMEMNGVWAFE-----------	 409-----------------------------------------------------
gi|66816495    1 --------------------------------	 0------------------------------------------------------------	 0----
YOL009C       50 VGPAITL--------------------------	 56------------------------------------------------------------	 56-
gi|85113864   53 IPPEIELKDITDP-LPDFYEEQPGIDSSEESDS	 84EEEVAYENEGEYLDDPVEQQYGRLRGASASESRRRLTVNSSTGSRNGSGPNSGRVAYLPP	 144

At1g73200    410 -------	 409-IDIEYTGGAGLEVETRVDAREEDLQKGIAEGKLQPNSAGDVPPDLLEGLADFE------	 462----KQLNVPGGTVDAQDVK--SGG
gi|66816495    1 --------------------------------------------------------	 0------------------------------------------
YOL009C       57 -----------------------------------------------------------	 56--------------------------------------
gi|85113864  145 HLNPHYNGGSGNNSSPSLDRDGRYYR--------DPNTAGLGGPA--HGTNHHHADLGSP	 194FLGVSTPGIPGGTSNLNLHYFTSQFTAGLSGTQTPL

At1g73200    482 TDKADESKGPKGT--KTGSSNGSKWKSMLKNIVEQ	 514V---------------------------------------SQ------------------	
gi|66816495    1 ------------------	 0------------------------------------------------------------	 0------------------
YOL009C       57 ----------------------	 56------------------------------------------------------------	 56------------
gi|85113864  231 AAVAGAAHQRGPSWIADQQQQQQQ	 254QNNMLPGGAGGGGAGGGGMGGPVAAAAAAAAATNQGLHSSSTPHLRLHFPGVGTGKPTPG	 314PSPLTGTS

At1g73200    518 517-VP-------------------ITLSIGVSSLRGTLCVHMKPPPSDQLWFGFTSMPDIE-	 556---FNLVSSVGEHKITN----SHVAMFLVN---
gi|66816495    1 ------------------------------------------	 0--------------------------------------------------------
YOL009C       57 ------------------------------------------------	 56-------------------------------------------------
gi|85113864  323 TPLGTLGTAGGVGGIGRGMGMAGMGS-M-ASMGYPPTAPVL-AIPTGPRHKR	 371NPSSQSLNSVGDYSPVAPAPAERQGLFSAAAATSPPSSTPSPAV

At1g73200    580 -----------------RF-K-TAIRD	 587VMVLPNCESVTIPWMTAEKDDWVERNV-------------APFMWLNQ--DSTS---DRE	 629NLEAA
gi|66816495    1 ----	 0-------MSLKIYWDRVTEKHSIKLMN-----------------YLNERISGLTETYDMV	 36GEMKITNLSL-GSKPPKFE-------II---
YOL009C       57 -----------	 56---------------------------------------KEITDPLDEFYDSIREEADQE	 77TEENNDNKEDSEHICPDRT----
gi|85113864  416 GLGIGGRGIGAAGAGA	 431GALATSGPRLQIPKQGLREKHSVSTLAPNSAGTSNNRAGSAILDDDDGFLDGMHDHRDHP	 491AQQQLEPEEDEE----

At1g73200    635 EAKSK-ADKPPTSEQMQKTVNIPQKPRIEEESVSADTAPSANSIALLVESDKS--	 686---------LEELKTPLLESSEKHDTIARGGSAGDIIPGIG
gi|66816495   57 QISDPDALILGNKSPNGIELRAKIGYDGD	 85AYIGIQAEFKVNLPTPNFISFPVNVK-----VSNPIFSGIATVIYDTDKVCFCFLPENGD	 140SPDD
YOL009C       97 ---IANHEGPKDDFEAPVVMPSPNDIQFLLEVEYKGD	 130LLVTIGADLVLNYPVEKFMTLPVKLS-----ISDIGLHSLCIVACLSKQLFLSFLCDVS
gi|85113864  504 -------------EEEEGEEERQRFREPRVEDIQAVFRIKYAGD	 534VKLLLTADILLDYPMPSFVGIPVRLS-----ITGLTFDGVGVVANIRKRVHF

At1g73200    719 QS------PSMST------	 725---VSGEEDDSNSKG--KK----MGAAKARMF------DFRKKVGEKFEEKK---RHVEE	 767KSRQIVEKMRGP-
gi|66816495  145 ---------------------------FTPLKDVKFETQLGDS---AQQVLVDLDK	 170LQNFIVDLIKTYLKKYLVFPNKMTIPLSEFNN-	 202   
YOL009C      185 D	 185PALD---DNQTVLDPKGPILAAT---KPLERISIVRSMKIETEIGEQYQGQGSVLRSVGE	 239LEQFLFTIFKDFLRKELAWPSWINLDFNDGD
gi|85113864  582 CFLSPEDA	 589VAAVGGEENKAAGSGNGSGIGGGSDGAKTKMGGLLQEIRVESEIGQRESGKQ-SLKNVGK	 648VERFVLEQVRRIFEEEFVYPSFWT

At1g73200    780 --------------------	 779
gi|66816495                              
YOL009C      271 E*	 271                  
gi|85113864  673 FLV------	 675           


