g8013| g8013.t1
Vocar20005591m. g| Vocar 20005591
CRVZN5G800751| GRVZN5G800751_T03

GSVI VG01008821001| GSVI VT01008821001
121429| 121429

Cl yma05935480| Gl yma05g35480. 1

Cl yma08g04250| Gl yma08g04250. 1
Medtr8g103470| Medtr8g103470. 1

Bra015061| Bra015061
Carubv10014271m. g| Carubv10014271m
Potri.006G157900] Potri.006G157900. 1
Potri.006G160000| Potri.006G160000. 1
Potri.018G081800| Potri . 0186081800 1
Eucgr. C03817| Eucgr. C03817.
PGSC0003DNG400000378]| PCSCOOO3DNT40000102
29912.t000235| 29912. n005509

GSVI VG01015377001| GSVI VT01015377001
Carubv10009515nm. g| Carubv10009515m
Bra015534| Bra015534

Bra031542| Bra031542

LCC_Cs03955640| LOC_0s03955640. 1
Bra021634| Bra02163%

Cucsa. 232550| Cucsa. 232550. 1
Carubv10023541nm. g| Carubv10023541m
30170.t1000351| 30170. m013939
CGRVZN2G107798| GRVZN2G107798_TO1
CRVZN2G114557| GRVZN2G114557_T03

Eucgr. F00038| Eucgr. FO0038. 1
LCC_C0s09g28000| LOC_0s09g28000. 1
PGSC0003DVG401011681| PGSCO003DNT40003049
CRVZN2G024865| GRVZN2G024865_TO01

Eucgr. F02385| Eucgr. F02385. 1

Cucsa. 123370| Cucsa. 123370. 1

GSVI VG01009580001| GSVI VT01009580001
Potri.014G036400| Potri.014G036400.1
Phpat . 020G038400| Phpat. 020G038400. 1
Phpat . 023G022200| Phpat. 023G022200. 1
18112| 18112

Vedt r2g059220| Medt r 2g059220. 1

Gl ynra049g03840| Gl yma04g03840. 5
Vedtr3g100960| Medt r 3g100960. 1

86052| 86052

58024| 58024

GRVZN2G039930| GRVZN2G039930_T02
LCC_Cs029g16709| LOC_0s02g16709. 1

47339| 47339

Phpat . 023G051200| Phpat. 023G051200. 1
272208] 272208

Bra030640| Bra030640

Cre01.g027100| Cre01. g027100.t1.2
Vocar20008453m. g| Vocar 20008453 m
GRVZN2G142938| GRVZN2G142938_TO01
LCC_Cs03g05430| LOC_0s03g05430. 1
Bra029738| Bra029738
Carubv10015579m. g| Carubv10015579m
Bra034045| Bra034045

AT3G08980

Vedtr59g007850| Medt r 5g007850. 1

Cl ynra079g18060| Gl yma07g18060. 1
Clymal8g42910| Gl ymal8g42910. 1
PGSC0003DNG401008489| PGSCO0003DNT40002187
PGSC0003DNG401008489| PGSCO003DNT40002187
PGSC0003DNG401008489| PGSCO003DNT40002187
PGSC0003DNVG401008489| PGSCO003DNT40002187
Cucsa. 176310 Cucsa. 176310. 1
Potri.016G115100| Potri.016G115100.1

CGSVI VG01033968001| GSVI VT01033968001
29701.t1000024| 29701. r000603

Eucgr. A00507| Eucgr. A00507. 1

Eucgr. A00507| Eucgr. A00507. 3

Eucgr. A00507| Eucgr. A00507. 4
CGRVZN2G029141| GRVZN2G029141_TO01
GRNZN2G042164| GRVZNV2G042164_T01
LCC_Os04g08340| LOC_Os049g08340. 1

91609] 91609

Phpat. 009G097900| Phpat . 009G097900. 1
CVR333C| CVR333CT

CVR326C| CVR326CT

Esi 0324_0009

gi | 17543654

gi| 14211845

Medtr8g040010| Medt r 8g040010.
Vedt r 8g040050| Medt r 8g040050.
Cl ymal3g26540| Gl ymal3g26540
Cl ymal3g25940| Gl ymal3g25940
Gl ymal13g26010| Gl yna13g26010.
CGlynral39g25981| Gl ymal13g25981.
Vedt r8g039980| Medt r 8g039980.
Vedt r 8g039990| Medt r 8g039990.
gi | 66811204

YVR150C

YVRO35W

Esi 0009_0118

g11585| g11585.t1

Vocar 20005047m. g| Vocar 20005047

gi | 71982173

gi | 21450679

CNVB077C| CVBO77CT

PGSC0003DNG400008317| PGSCO003DNT40002143
PGSC0003DNVG400008317| PGSCO003DNT40002143
Potri.005G092900| Potri.005G092900. 1
Potri.007G071400| Potri.007G071400.1

CGSVI VG01021415001| GSVI VT01021415001
Cucsa. 047590| Cucsa. 047590. 1
29693.t000082| 29693. 002044
30026.t000080| 30026. 001516

Eucgr. D00315| Eucgr. D00315. 1
LCC_0s11g40500| LOC_Os11g40500. 1
CGRNZN2G162274| GRVZNV2G162274_T01
CRNZN2G066469| GRVZV2G066469_T01
CRVZNV5G833660| GRVZV5G833660_T01
Bra009418| Bra009418
Carubv10010493m. g| Carubv10010493m
AT1G29960

Bra006087| Bra006087

Bra008992| Bra008992

Carubv10010481m. g| Carubv10010481mn
Carubv10010481m. g| Carubv10010684mn
Potri.001G380400] Potri.001G380400.1

Cl ymal3g33660| Gl ymal3g33660. 1
Clymal59g39140| Gl ymal5g39140. 1

Cucsa. 273860| Cucsa. 273860. 1

Eucgr. F03218| Eucgr. F03218. 1

Eucgr. L03207| Eucgr. L03207.1

GSVI VG01014071001| GSVI VT01014071001
PGSC0003DNMG400007080| PGSCO0003DNT40001824
Esi 0007_0117

85448| 85448

Phpat. 012G075300| Phpat . 012G075300. 1

- YSGYVAQGSI ASCAGI RVCNCR
- YSGYVAQNLAASFCGLRCTVA- - AGASAAL
- YSGYLAQNLAASFCGL RCTAAAAAGAGAAP

- - -- FSGYVAQNL- - - - GVRVCGNCR-
60GACSASPTTPTENFSLCPEFRKYVAPTHAVSSTQRN— - CY.

NAI RAT - - FSGYVAQTLVSSASVRV- ANP-
NAI RVT- - FSGYVAQSLASSAGVRV- ANS-
VAl RVT- - FSGYVAQNLVSSAGVRV- ANS-
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g8013| g8013.t1
Vocar20005591nm. g| Vocar 20005591
CGRVZNM5G800751| GRVZN5G800751_TO03

GSVI VG01008821001| GSVI VT01008821001
121429| 121429

Cl yra05935480| Gl yma05935480. 1

Cl yma08g04250| Gl yma08g04250. 1
Medtr8g103470| Medtr8g103470. 1

Bra015061| Bra015061
Carubv10014271m. g| Carubv10014271n
Potri.006G157900| Potri.006G157900. 1
Potri.006G160000| Potri.006G160000. 1
Potri.018G081800| Potri.018G081800.1
Eucgr. C03817| Eucgr. C03817. 1
PGSC0003DNG400000378| PGSCO0003DNT40000102
29912.t000235| 29912. n005509

GSVI VG01015377001| GSVI VT01015377001
Carubv10009515m. g| Carubv10009515m
Bra015534| Bra015534

Bra031542| Bra031542

LCC_0s03g55640| LOC_0s03g55640. 1
Bra021634| Bra021634

Cucsa. 232550| Cucsa. 232550. 1
Carubv10023541m. g| Carubv10023541m
30170.t000351| 30170. n013939
CRVZN2G107798| GRVZN2G107798_TO01
CGRVZN2G114557| GRVZN2G114557_T03

Eucgr. F00038| Eucgr. F00038. 1
LCC_Cs099g28000| LOC_0s09g28000.
PGSC0003DVG401011681| PCSCOOOSDI\/T4000304Q
CRVZN2G024865| GRVZN2G024865_TO1

Eucgr. F02385| Eucgr. F02385. 1~

Cucsa. 123370 Cucsa. 123370. 1

CGSVI VG01009580001| GSVI VT01009580001
Potri.014G036400| Potri.014G036400. 1
Phpat . 020G038400| Phpat. 020G038400. 1
Phpat . 023G022200| Phpat. 023G022200. 1
18112| 18112

Medtr2g059220| Medtr2g059220. 1

Gl ynra049g03840| Gl yma04g03840. 5
Medtr39g100960| Medt r3g100960. 1

86052| 86052

58024| 58024

CGRVZN2G039930| GRVZN2G039930_T02
LCC_0s02g16709| LOC_0s029g16709. 1

47339] 47339

Phpat . 023G051200| Phpat . 023G051200. 1
272208| 272208

Bra030640| Bra030640

Cre01.9027100| Cre01.g027100.t1.2
Vocar20008453nm. g| Vocar 20008453
CRNVZN2G142938| GRVZN2G142938_T01
LCC_0s03g05430| LOC_Os03g05430. 1
Bra029738| Bra029738

Carubv10015579nm. g| Carubv10015579m
Bra034045| Bra034045

AT3G08980

Vedt r5g007850| Medt r 5g007850. 1

Cl ynra079g18060| Gl yma07g18060. 1

Cl ynral8g42910| Gl ymal18g42910. 1
PGSC0003DNG401008489| PGSCO0003DNT40002187
PGSC0003DNVG401008489| PGSCO0003DNT40002187
PGSC0003DNG401008489| PGSCO003DNT40002187
PGSC0003DNVG401008489| PGSCO003DNT40002187
Cucsa. 176310| Cucsa. 176310. 1
Potri.016G115100| Potri.016G115100.1

GSVI VG01033968001| GSVI VT01033968001
29701.t1000024| 29701. r000603

Eucgr. A00507| Eucgr. A00507. 1

Eucgr. A00507| Eucgr. A00507. 3

Eucgr. A00507| Eucgr. AO0507. 4
GRVZN2G029141| GRVZN2G029141_TO01
GRVZN2G042164| GRVZN2G042164_TO1
LCC_Os04g08340| LOC_Os049g08340. 1

91609| 91609

Phpat. 009G097900| Phpat . 009G097900. 1
CVR333C| CVR333CT

CVR326C| CVR326CT

Esi 0324_0009

gi | 17543654

gi| 14211845

Vedt r8g040010| Medt r 83040010
Vedt r 8g040050| Medt r 8040050
Clynmal39g26540| Gl ymal3g26540.
Clymal3g25940| Gl ymal13g25940.
Clymal3g26010| Gl ymal3g26010.
Gl ymal3g25981| Gl ynal13g25981.
Vedt r8g039980| Vedt r 89039980
Vedt r8g039990| Medt r 83039990
gi | 66811204

YVR150C

YVRO35W

Esi 0009_0118

g11585| g11585.t1
Vocar20005047m. g| Vocar 20005047 m

gi| 71982173

gi | 21450679

CNVB077C| CVBO77CT

PGSC0003DNG400008317| PGSCO003DNT40002143
PGSC0003DNVG400008317| PGSCO003DNT40002143
Potri.005G092900| Potri.005G092900. 1
Potri.007G071400| Potri.007G071400.1

GSVI VG01021415001| GSVI VT01021415001
Cucsa. 047590| Cucsa. 047590.

29693.1000082| 29693. n002044
30026.t000080| 30026. 001516

Eucgr . D00315| Eucgr. D00315. 1
LCC_C0s11g40500| LOC_Os11g40500. 1
GRNVZN2G162274| GRVZNV2G162274_T01
CGRNZN2G066469| GRVZV2G066469_T01
CRNVZNV5G833660| GRVZV5G833660_T01
Bra009418| Bra009418
Carubv10010493m. g| Carubv10010493m
AT1G29960

Bra006087| Bra006087

Bra008992| Bra008992

Carubv10010481m. g| Carubv10010481m
Carubv10010481m. g| Carubv10010684mn
Potri.001G380400| Potri.001G380400. 1

Cl ynral39g33660| Gl ymal13g33660. 1
Clymal59g39140| Gl ymal5g39140. 1

Cucsa. 273860| Cucsa. 273860. 1

Eucgr. F03218| Eucgr. F03218. 1
Eucgr.L03207| Eucgr. L03207. 1

GSVI VG01014071001| GSVI VT01014071001
PGSC0003DNMG400007080| PGSCO003DNT40001824
Esi 0007_0117

85448| 85448

Phpat.012G075300| Phpat.012G075300. 1

PR R R PR
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--RSC- - - LDYC
CAGARFLQDALS
GF

CPGCRFLCDALS

CPGCRFLQDALS
cw

--YL- NECF

- RGVHECC
- RCVQECC

- TPVPACL
- AAAPSRR

- RCVQECW

0
* 37VRPRFCGHSCGI PDI

37TRPRTFTHSCI PDI

37LRPRI FNHSCI PDLDKSST

49RPFCLFASSRHSEYHHDAD
D

DLEPPAPRPSRV— -
DQNHPKPCGPKAL - - - SPAVAARGDGY
RPPA| GFPTC

35VRSRI FHPPAQKPESNC.

'41RPFCIFTSTRQPEQHRG—— SGSDRHDGGDYNHPKPQ
" 35FRSRLFCPSKRSE- - —------LRPPHP--
'35IRSRLFGSNQKPE

- FDPSGS-

31I RSRI FASPATTTTTHN

KKI AACV 105AGFTSSSSAPASNTSAPL SCSRGN-
O

35I LSRFFGSNQKPDLDRSSCGI CEN-
351 RTRLSGATCKTDL DSSAGGVRN- -
35I L SRLFGSNPKPDL ERSGGFRNRN-

19PLTKP-

5G- 66
DHNHPKPRSKAL - - - APAAAARGCGGH

VHTLTRLAPRVPCTPS

- SSSPRARPASNYSTI AREI LEEGSK
- - - RARPASSSNYSTI ARELLEEGSK

SVEKATANYSTLTGERVGESPK
PRTRPASNYGSI AREL| GEGSQ
YRKSSTSLYSTI AGEI FGNNCK

------- CSGKAA- - PPVDDP

- - - - CSAKAP- - PPVDDP
-SACGCGGSSYSTLAAGVVGAECK
YASSRAQ
SFSSSSVCSSFASELL GGSS-
CLSSKSP

58 - - - PPAPACSTLAGEVRRPDCR

59SAVLPSNSRCWKNSASAL GTI AGEI VDESCR

60 DFRRRNL KRNYSNSAANYSTNVAGEI FGDNCK
SPPTSSTRSLFSSA:

- RRPKVSTYSTLAGDLLTE- - -
- PKPNCWAQSTYSTL TCGEFL GDGCK
- TKPRNSPVSVYSTLAGEI LSESCN




g8013| g8013.t1
Vocar20005591nm. g| Vocar 20005591
CGRVZNM5G800751| GRVZN5G800751_TO03

GSVI VG01008821001| GSVI VT01008821001
121429| 121429

Cl yra05935480| Gl yma05935480. 1

Cl yma08g04250| Gl yma08g04250. 1
Medtr8g103470| Medtr8g103470. 1

Bra015061| Bra015061
Carubv10014271m. g| Carubv10014271n
Potri.006G157900| Potri.006G157900. 1
Potri.006G160000| Potri.006G160000. 1
Potri.018G081800| Potri.018G081800.1
Eucgr. C03817| Eucgr. C03817. 1
PGSC0003DNG400000378| PGSCO0003DNT40000102
29912.t000235| 29912. n005509

GSVI VG01015377001| GSVI VT01015377001
Carubv10009515m. g| Carubv10009515m
Bra015534| Bra015534

Bra031542| Bra031542

LCC_0s03g55640| LOC_0s03g55640. 1
Bra021634| Bra021634

Cucsa. 232550| Cucsa. 232550. 1
Carubv10023541m. g| Carubv10023541m
30170.t000351| 30170. n013939
CRVZN2G107798| GRVZN2G107798_TO01
CGRVZN2G114557| GRVZN2G114557_T03

Eucgr. F00038| Eucgr. F00038. 1
LCC_Cs099g28000| LOC_0s09g28000.
PGSC0003DVG401011681| PCSCOOOSDI\/T4000304Q
CRVZN2G024865| GRVZN2G024865_TO1

Eucgr. F02385| Eucgr. F02385. 1~

Cucsa. 123370 Cucsa. 123370. 1

CGSVI VG01009580001| GSVI VT01009580001
Potri.014G036400| Potri.014G036400. 1
Phpat . 020G038400| Phpat. 020G038400. 1
Phpat . 023G022200| Phpat. 023G022200. 1
18112| 18112

Medtr2g059220| Medtr2g059220. 1

Gl ynra049g03840| Gl yma04g03840. 5
Medtr39g100960| Medt r3g100960. 1

86052| 86052

58024| 58024

CGRVZN2G039930| GRVZN2G039930_T02
LCC_0s02g16709| LOC_0s029g16709. 1

47339] 47339

Phpat . 023G051200| Phpat . 023G051200. 1
272208| 272208

Bra030640| Bra030640

Cre01.9027100| Cre01.g027100.t1.2
Vocar20008453nm. g| Vocar 20008453
CRNVZN2G142938| GRVZN2G142938_T01
LCC_0s03g05430| LOC_Os03g05430. 1
Bra029738| Bra029738

Carubv10015579nm. g| Carubv10015579m
Bra034045| Bra034045

AT3G08980

Vedt r5g007850| Medt r 5g007850. 1

Cl ynra079g18060| Gl yma07g18060. 1

Cl ynral8g42910| Gl ymal18g42910. 1
PGSC0003DNG401008489| PGSCO0003DNT40002187
PGSC0003DNVG401008489| PGSCO0003DNT40002187
PGSC0003DNG401008489| PGSCO003DNT40002187
PGSC0003DNVG401008489| PGSCO003DNT40002187
Cucsa. 176310| Cucsa. 176310. 1
Potri.016G115100| Potri.016G115100.1

GSVI VG01033968001| GSVI VT01033968001
29701.t1000024| 29701. r000603

Eucgr. A00507| Eucgr. A00507. 1

Eucgr. A00507| Eucgr. A00507. 3

Eucgr. A00507| Eucgr. AO0507. 4
GRVZN2G029141| GRVZN2G029141_TO01
GRVZN2G042164| GRVZN2G042164_TO1
LCC_Os04g08340| LOC_Os049g08340. 1

91609| 91609

Phpat. 009G097900| Phpat . 009G097900. 1
CVR333C| CVR333CT

CVR326C| CVR326CT

Esi 0324_0009

gi | 17543654

gi| 14211845

Vedt r 8g040010| Medt r 8g040010.
Vedt r 8g040050| Medt r 8g040050.
Clynmal39g26540| Gl ymal3g26540.
Clymal3g25940| Gl ymal13g25940.
Clymal3g26010| Gl ymal3g26010.
Gl ymal3g25981| Gl ynal13g25981.
Medt r89039980| Medt r 8g039980.
Medt r8g039990| Medt r 8g039990.
gi | 66811204

YVR150C

YVRO35W

Esi 0009_0118

g11585| g11585.t1
Vocar20005047m. g| Vocar 20005047 m

gi| 71982173

gi | 21450679

CNVB077C| CVBO77CT

PGSC0003DNG400008317| PGSCO003DNT40002143
PGSC0003DNVG400008317| PGSCO003DNT40002143
Potri.005G092900| Potri.005G092900. 1
Potri.007G071400| Potri.007G071400.1

GSVI VG01021415001| GSVI VT01021415001
Cucsa. 047590| Cucsa. 047590.

29693.1000082| 29693. n002044
30026.t000080| 30026. 001516

Eucgr . D00315| Eucgr. D00315. 1
LCC_C0s11g40500| LOC_Os11g40500. 1
GRNVZN2G162274| GRVZNV2G162274_T01
CGRNZN2G066469| GRVZV2G066469_T01
CRNVZNV5G833660| GRVZV5G833660_T01
Bra009418| Bra009418
Carubv10010493m. g| Carubv10010493m
AT1G29960

Bra006087| Bra006087

Bra008992| Bra008992

Carubv10010481m. g| Carubv10010481m
Carubv10010481m. g| Carubv10010684mn
Potri.001G380400| Potri.001G380400. 1

Cl ynral39g33660| Gl ymal13g33660. 1
Clymal59g39140| Gl ymal5g39140. 1

Cucsa. 273860| Cucsa. 273860. 1

Eucgr. F03218| Eucgr. F03218. 1

Eucgr.L03207| Eucgr. L03207. 1

GSVI VG01014071001| GSVI VT01014071001
PGSC0003DNMG400007080| PGSCO003DNT40001824
Esi 0007_0117

85448| 85448

Phpat.012G075300| Phpat.012G075300. 1
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CGHPVN-

- SPLVLGM SI NRLTGA- PELPGV- - - -
- SPLVLGMI SI V- - - - - SPNLLGNMNN- -
- SPLVSGNI SVNKLTGAAPDLL GVNSSS
PSSLAI GLLMVFTSGVGSATGRV- - - GA
CSPLVNGLI SVLKSTSSCGPEST- - - - - -

S- PI AVGLI ELMNKSTAGVGVS- - - - GST
PASLAVGLLSVFASGNGSTCGI A- - G- A
PASLAVGLLSVFASGNVGSTCGI A- - G- A
S- Pl VAGLVSL VRSL SSNSCSA- - - NSV
PPSLAVGLLSVLAQGATGSKGGI Y- GAA
NSPLVVGLI SLMRSSSGSCT- - - - - - - 1%
PPSLAVGLLSVLAQRTGPTPGTTG- SAA
CGSV- | ASLI SLANSI AGGSCYSPF- SSE
N- PI VLGLI SLNKSAVGTSVSSPN- A- N

CSAI AVGLVSLNKSTAGVSCS- ---N- N

----GLI V\NNKSSAV\/PCSS ----- T
- SPI'I LGLI SI NKSTAGVSCSSA- - AAA
- NPI I LGLI SMVKSTA- | SGSTS- - AAV

- - AFSNSVGADGSRK- - ALV 164-

———————— RFGGVR- - - - - - -
- - - RLVGAPL

109NVFGI -
99NVLGI - -
103VVLGI - - - -
139SSLSASPSI
77

113Gl SGV-
98NVLGV- -
111GVFGlI - - - -
133SSLAASPSI
135SSLVASPSI
112CGI LGI - - - -
131SLSGSSSSI
113NTLGI - - - -
123SLSGS- SPI
103GVFGlI - - - -
116GVFGV-

114GACGI -

QSCNVGI -
110Gl FGI
112GANGI

VPNLRVPAR» =

SVI PS- - LPWLQNPKLS- -
SVFPS- - LPSLQNPNL S- -
~-FSI - - FPSLQTPNS- - -

GFLSP- - FSSI PS- -~~~ - -

SPC
CLLSP- - LPALQI SNFYSTF’TSI PL--

- SPFKTSSV- - | PFLRGSK:
SPFKTSSV- - | PFLRGSK-
- SPFKTSSV- - | PFLRGSK.

- SSFKATSI - - | PFLQGSK
SSLKASSI - - | PFLHGSK-
- SPLKASSI - - LPVLQGSR:
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CGRVZNM5G800751| GRVZN5G800751_TO03
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Medtr8g103470| Medtr8g103470. 1

Bra015061| Bra015061
Carubv10014271m. g| Carubv10014271n
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PGSC0003DNG400000378| PGSCO0003DNT40000102
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g8013| g8013.t1
Vocar20005591nm. g| Vocar 20005591
CGRVZNM5G800751| GRVZN5G800751_TO03
GSVI VG01008821001| GSVI VT01008821001
121429| 121429

Cl yra05935480| Gl yma05935480. 1

Cl yma08g04250| Gl yma08g04250. 1
Medtr8g103470| Medtr8g103470. 1
Bra015061| Bra015061
Carubv10014271m. g| Carubv10014271n

Potri.006G157900| Potri.006G157900. 1
Potri.006G160000| Potri.006G160000. 1
Potri.018G081800| Potri.018G081800.1
Eucgr. C03817| Eucgr. C03817.

1
PGSC0003DNG400000378| PGSCO0003DNT40000102
29912.t000235| 29912. n005509
GSVI VG01015377001| GSVI VT01015377001
Carubv10009515m. g| Carubv10009515m
Bra015534| Bra015534
Bra031542| Bra031542
LCC_0s03g55640| LOC_0s03g55640. 1
Bra021634| Bra021634
Cucsa. 232550| Cucsa. 232550. 1
Carubv10023541m. g| Carubv10023541m
30170.t000351| 30170. n013939
CRVZN2G107798| GRVZN2G107798_TO01
CGRVZN2G114557| GRVZN2G114557_T03
Eucgr. F00038| Eucgr. F00038. 1
LCC_Cs099g28000| LOC_0s09g28000.
PGSC0003DVG401011681| PCSCOOO3DI\/T4000304Q
CRVZN2G024865| GRVZN2G024865_TO1
Eucgr. F02385| Eucgr. F02385. 1~
Cucsa. 123370 Cucsa. 123370. 1
CGSVI VG01009580001| GSVI VT01009580001
Potri.014G036400| Potri.014G036400. 1
Phpat . 020G038400| Phpat. 020G038400. 1
Phpat . 023G022200| Phpat. 023G022200. 1
18112| 18112
Medtr2g059220| Medtr2g059220. 1
Gl ynra049g03840| Gl yma04g03840. 5
Medtr39g100960| Medt r3g100960. 1
86052| 86052
58024| 58024
CGRVZN2G039930| GRVZN2G039930_T02
LCC_0s02g16709| LOC_0s029g16709. 1
47339| 47339
Phpat . 023G051200| Phpat . 023G051200. 1
272208| 272208
Bra030640| Bra030640
Cre01.9027100| Cre01.g027100.t1.2
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Bra034045| Bra034045
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Cl ynra079g18060| Gl yma07g18060. 1
Cl ynral8g42910| Gl ymal18g42910. 1
PGSC0003DNG401008489| PGSCO0003DNT40002187
PGSC0003DNVG401008489| PGSCO0003DNT40002187
PGSC0003DNG401008489| PGSCO003DNT40002187
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Cucsa. 176310| Cucsa. 176310. 1
Potri.016G115100| Potri.016G115100.1
GSVI VG01033968001| GSVI VT01033968001
29701.t1000024| 29701. r000603
Eucgr. A00507| Eucgr. A00507. 1
Eucgr. A00507| Eucgr. A00507. 3
Eucgr. A00507| Eucgr. AO0507. 4
GRVZN2G029141| GRVZN2G029141_TO01
GRVZN2G042164| GRVZN2G042164_TO1
LCC_Os04g08340| LOC_Os049g08340. 1
91609| 91609
Phpat. 009G097900| Phpat . 009G097900. 1
CVR333C| CVR333CT
CVR326C| CVR326CT
Esi 0324_0009
gi | 17543654
gi| 14211845
Vedt r 8g040010| Medt r 8g040010.
Vedt r 8g040050| Medt r 8g040050.
Clynmal39g26540| Gl ymal3g26540.
Clymal3g25940| Gl ymal13g25940.
Clymal3g26010| Gl ymal3g26010.
Gl ymal3g25981| Gl ynal13g25981.
Medt r89039980| Medt r 8g039980.
Medt r8g039990| Medt r 8g039990.
gi | 66811204
YVR150C
YVRO35W
Esi 0009_0118
g11585| g11585.t1
Vocar20005047m. g| Vocar 20005047 m
gi| 71982173
gi | 21450679
CNVB077C| CVBO77CT
PGSC0003DNG400008317| PGSCO003DNT40002143
PGSC0003DNVG400008317| PGSCO003DNT40002143
Potri.005G092900| Potri.005G092900. 1
Potri.007G071400| Potri.007G071400.1
GSVI VG01021415001| GSVI VT01021415001
Cucsa. 047590| Cucsa. 047590.
29693.1000082| 29693. n002044
30026.t000080| 30026. 001516
Eucgr . D00315| Eucgr. D00315. 1
LCC_C0s11g40500| LOC_Os11g40500. 1
GRNVZN2G162274| GRVZNV2G162274_T01
CGRNZN2G066469| GRVZV2G066469_T01
CRNVZNV5G833660| GRVZV5G833660_T01
Bra009418| Bra009418
Carubv10010493m. g| Carubv10010493m
AT1G29960
Bra006087| Bra006087
Bra008992| Bra008992
Carubv10010481m. g| Carubv10010481m
Carubv10010481m. g| Carubv10010684mn
Potri.001G380400| Potri.001G380400. 1
Cl ynral39g33660| Gl ymal13g33660. 1
Clymal59g39140| Gl ymal5g39140. 1
Cucsa. 273860| Cucsa. 273860. 1
Eucgr. F03218| Eucgr. F03218. 1
Eucgr.L03207| Eucgr. L03207. 1
GSVI VG01014071001| GSVI VT01014071001
PGSC0003DNMG400007080| PGSCO003DNT40001824
Esi 0007_0117
85448| 85448
Phpat.012G075300| Phpat .

PR R R PR

012G075300. 1

140- - TYRFI REPYPCGDVI | FHPPKEI SPET
-- 176--TYSFI PVPGDVI | FHPPKEI SP
83- - TY- LFRRPSI GD%KVPTAVCN YGVN- -

K

56- - SY- YFRRPAI HEI (VRLPC- - - HS- - - - ED
52--TY- NPEVNEI AALI EDFG- - - - -
14 Y- YFRKI VI FKSPPVLCE- VG
147— - SY YFRKPCASDI VI FKSPPVLCE- VGYS
148- - SY- YERKPCANDI VI FKSPPVLCE- VGYT
159- - SY- YFRKPCANDI VI FKSPPVLCE- VGYT
168- - SY- YFRKPCANDI VI FKSPPVLQE- VCY
179- - SY- YFRKPCVNDI VI FKSPPVLCE- VGY
179- - SY- YFRKPCVNDI VI FKSPPVLGE- VCY
176- - SY- YFRKPCVNDI VI FRSPPVLGE- VCY
177- - SY- LFRKPCANDVVI FKSPPVLGE- VCY
161- - SY- YFRKPCPNDI VI FKSPPVLGE- VCY
170- - SY- YFRKPCANDVVI FKSPPVLQE- VGY
- 16--SY- YFRKPCANDI ! FKSPIgVLGE- VGYT- - - - DED
228--SY- FFRKPEVSDI VI FKAPPI L
224- - SY- LFRRPEVSDI VI FKAPPVLV
218- - SY- LFRRPEVSDI VI FKAPPVL
347-- SY- VFREPQI LDI VI FRAPPVL
51 CGNQTNSPLAKLDE 2711 VSY- | FRKPEVSDI VI FKTPPI LV
232- - SY- |1 FRKPEVSDI VI FKAPQI L
212- - SY- |gFRKPEVSDI VI FKAPPI LL
252- - SF-'| FRGPEVSDI VI FKAPPI L
SY- | FREPEI LDI VI FRAPPVL
SY- | FREPEI LDI VI FRAPPVL
SY- FFRKPEVSDI VI FKAPPVL
SY- | FREPEI LDI VI FRAPPAL
SY- FFRQPDI SDI VI FKAPPI L
SY- | FRDPEI SDI VI FRAPPGL
SY- | FRQPEI SDI VI FKAPPVL
236- - SY- FFRRPSVSDI VI FKAPPI L
16--SY- VFRNPEVSDI wl FKVPigl LGE- | GYS- - - - ACD
SY- VFRKPEVSDI VI FKAPPI L
294- - SY- FFRKPSLNDI VI FKAP
151-- SY FFRKPGVNDI VI FKAPKSLLD- KGCS
15- - SY- CFVRPEVNDI \yFFRPPASI LQ- PSSE- SGI PNN
211- - SL- |gFRKPHVSDI VI FKPPQFLK

224- - SFFFRKPDVSDI VI FKAPPCL
237- - SF- FFRKPDVSDI VI FKAPSWL
16- - SY- RFNSPDI NDI VTFDCPASLNQ- ---G----ACGD
56 F’NVN- KP EANQE- RGYS- - - - SS
NDI | | FKSPPVLGE- V

155» - TY YFRKPCI NDI VI FKSPPVLGCE- V

77- - SY- YFRSPDVNDI ! FKAPDVLCA RGYS- - -- A
167--SY-
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AWEVRDCSLY 106VNCDVQTEDFI LEQP- - - NYI L- DLT- -
PFIYEVSDGSLR 103VNGACREEAFI LEPH- - - KYEV- KRR- - - - - - -
Fl K KEGDI VEVRKGHLV 197VNGVEKNEEY| LEPP- - - AYEN- KPT-
F| KRVVAKAGDI VEVRKGHLV 199VNGVERNEEYI LEPP-
F| KRVVAKEGDVVEVRNGHLI 200VNGVERDEKFI NEGP-
F| KRI VAKEGDLVEVHNGKLNM 211VNGVPRNESFI| LEPP- - - GYEN- TPV-
VFI KRI \JAKEGQBVVEVHNGKLNV 220VNGVARNEKFI LEPP- - - GYEN- TPI
T- - - - DDDVFI KRI 231VNGVNRSEKFI LEPP- - - SYEL- TPI
231VNGVNRSEKFI LEPP- - - SYEL- TP

DVV

>

206 T---- DDDVFI KRI BTVEVHEGKLI 231VNGVNVRSEKFI LEPP- - - SYEL-TPI - - - - - - -
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CGSVI VG01009580001| GSVI VT01009580001
Potri.014G036400| Potri.014G036400. 1
Phpat . 020G038400| Phpat. 020G038400. 1
Phpat . 023G022200| Phpat. 023G022200. 1
18112| 18112
Medtr2g059220| Medtr2g059220. 1
Gl ynra049g03840| Gl yma04g03840. 5
Medtr39g100960| Medt r3g100960. 1
86052| 86052
58024| 58024
CGRVZN2G039930| GRVZN2G039930_T02
LCC_0s02g16709| LOC_0s029g16709. 1
47339| 47339
Phpat . 023G051200]| Phpat .
272208| 272208
Bra030640| Bra030640
Cre01.9027100| Cre01.g027100.t1.2
Vocar20008453nm. g| Vocar 20008453
CRNVZN2G142938| GRVZN2G142938_T01
LCC_0s03g05430| LOC_Os03g05430. 1
Bra029738| Bra029738
Carubv10015579nm. g| Carubv10015579m
Bra034045| Bra034045
AT3C08980
Vedt r5g007850| Medt r 5g007850. 1
Cl ynra079g18060| Gl yma07g18060. 1
Cl ynral8g42910| Gl ymal18g42910. 1
PGSC0003DNG401008489| PGSCO0003DNT40002187
PGSC0003DNVG401008489| PGSCO0003DNT40002187
PGSC0003DNG401008489| PGSCO003DNT40002187
PGSC0003DNVG401008489| PGSCO003DNT40002187
Cucsa. 176310| Cucsa. 176310. 1
Potri.016G115100| Potri.016G115100.1
GSVI VG01033968001| GSVI VT01033968001
29701.t1000024| 29701. r000603
Eucgr. A00507| Eucgr. A00507. 1
Eucgr. A00507| Eucgr. A00507. 3
Eucgr. A00507| Eucgr. AO0507. 4
GRVZN2G029141| GRVZN2G029141_TO01
GRVZN2G042164| GRVZN2G042164_TO1
LCC_Os04g08340| LOC_Os049g08340. 1
91609| 91609
Phpat . 009G097900| Phpat .
CVR333C| CVR333CT
CVR326C| CVR326CT
Esi 0324_0009
gi | 17543654
gi| 14211845
Vedt r 8g040010| Medt r 8g040010.
Vedt r 8g040050| Medt r 8g040050.
Clynmal39g26540| Gl ymal3g26540.
Clymal3g25940| Gl ymal13g25940.
Clymal3g26010| Gl ymal3g26010.
Gl ymal3g25981| Gl ynal13g25981.
Medt r89039980| Medt r 8g039980.
Medt r8g039990| Medt r 8g039990.
gi | 66811204
YVR150C
YVRO35W
Esi 0009_0118
g11585| g11585.t1
Vocar20005047m. g| Vocar 20005047 m
gi| 71982173
gi | 21450679
CNVB077C| CVBO77CT
PGSC0003DNG400008317| PGSCO003DNT40002143
PGSC0003DNVG400008317| PGSCO003DNT40002143
Potri.005G092900| Potri.005G092900. 1
Potri.007G071400| Potri.007G071400.1
GSVI VG01021415001| GSVI VT01021415001
Cucsa. 047590| Cucsa. 047590.
29693.1000082| 29693. n002044
30026.t000080| 30026. 001516
Eucgr . D00315| Eucgr. D00315. 1
LCC_C0s11g40500| LOC_Os11g40500. 1
GRNVZN2G162274| GRVZNV2G162274_T01
CGRNZN2G066469| GRVZV2G066469_T01
CRNVZNV5G833660| GRVZV5G833660_T01
Bra009418| Bra009418
Carubv10010493m. g| Carubv10010493m
AT1G29960
Bra006087| Bra006087
Bra008992| Bra008992
Carubv10010481m. g| Carubv10010481m
Carubv10010481m. g| Carubv10010684mn
Potri.001G380400| Potri.001G380400. 1
Cl ynral39g33660| Gl ymal13g33660. 1
Clymal59g39140| Gl ymal5g39140. 1
Cucsa. 273860| Cucsa. 273860. 1
Eucgr. F03218| Eucgr. F03218. 1
Eucgr.L03207| Eucgr. L03207. 1
GSVI VG01014071001| GSVI VT01014071001
PGSC0003DNMG400007080| PGSCO003DNT40001824
Esi 0007_0117
85448| 85448
Phpat.012G075300| Phpat .
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g8013| g8013.t1
Vocar20005591nm. g| Vocar 20005591
CGRVZNM5G800751| GRVZN5G800751_TO03

GSVI VG01008821001| GSVI VT01008821001
121429| 121429

Cl yra05935480| Gl yma05935480. 1

Cl yma08g04250| Gl yma08g04250. 1
Medtr8g103470| Medtr8g103470. 1

Bra015061| Bra015061
Carubv10014271m. g| Carubv10014271n
Potri.006G157900| Potri.006G157900. 1
Potri.006G160000| Potri.006G160000. 1
Potri.018G081800| Potri.018G081800.1
Eucgr. C03817| Eucgr. C03817. 1
PGSC0003DNG400000378| PGSCO0003DNT40000102
29912.t000235| 29912. n005509

GSVI VG01015377001| GSVI VT01015377001
Carubv10009515m. g| Carubv10009515m
Bra015534| Bra015534

Bra031542| Bra031542

LCC_0s03g55640| LOC_0s03g55640. 1
Bra021634| Bra021634

Cucsa. 232550| Cucsa. 232550. 1
Carubv10023541m. g| Carubv10023541m
30170.t000351| 30170. n013939
CRVZN2G107798| GRVZN2G107798_TO01
CGRVZN2G114557| GRVZN2G114557_T03

Eucgr. F00038| Eucgr. F00038. 1
LCC_Cs099g28000| LOC_0s09g28000.
PGSC0003DVG401011681| PCSCOOOSDI\/T4000304Q
CRVZN2G024865| GRVZN2G024865_TO1

Eucgr. F02385| Eucgr. F02385. 1~

Cucsa. 123370 Cucsa. 123370. 1

CGSVI VG01009580001| GSVI VT01009580001
Potri.014G036400| Potri.014G036400. 1
Phpat . 020G038400| Phpat. 020G038400. 1
Phpat . 023G022200| Phpat. 023G022200. 1
18112| 18112

Medtr2g059220| Medtr2g059220. 1

Gl ynra049g03840| Gl yma04g03840. 5
Medtr39g100960| Medt r3g100960. 1
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58024| 58024

CGRVZN2G039930| GRVZN2G039930_T02
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272208| 272208
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PGSCOOOSDNC401011681|PCSCOOOSDNT4000304Q
CRVZN2G024865| GRVZN2G024865_TO1

Eucgr. F02385| Eucgr. F02385. 1

Cucsa. 123370 Cucsa. 123370. 1

CGSVI VG01009580001| GSVI VT01009580001
Potri.014G036400| Potri.014G036400. 1
Phpat . 020G038400| Phpat. 020G038400. 1
Phpat . 023G022200| Phpat. 023G022200. 1
18112|18112

Medtr2g059220| Medtr2g059220. 1

Gl ynra049g03840| Gl yma04g03840. 5
Medtr39g100960| Medt r3g100960. 1

86052| 86052

58024| 58024

CGRVZN2G039930| GRVZN2G039930_T02
LCC_Cs02g16709| LOC_0s02g16709. 1

47339] 47339

Phpat . 023G051200| Phpat . 023G051200. 1
272208| 272208

Bra030640| Bra030640

Cre01.9027100| Cre01.g027100.t1.2
Vocar20008453nm. g| Vocar 20008453
CRNVZN2G142938| GRVZN2G142938_T01
LCC_0s03g05430| LOC_Os03g05430. 1
Bra029738| Bra029738
Carubv10015579nm. g| Carubv10015579m
Bra034045| Bra034045

AT3G08980

Vedt r5g007850| Medt r 5g007850. 1

Cl ynra079g18060| Gl yma07g18060. 1

Cl ynral8g42910| Gl ymal18g42910. 1
PGSC0003DNG401008489| PGSCO0003DNT40002187
PGSC0003DNVG401008489| PGSCO0003DNT40002187
PGSC0003DNG401008489| PGSCO003DNT40002187
PGSC0003DNVG401008489| PGSCO003DNT40002187
Cucsa. 176310| Cucsa. 176310. 1
Potri.016G115100| Potri.016G115100.1

GSVI VG01033968001| GSVI VT01033968001
29701.t1000024| 29701. r000603

Eucgr. A00507| Eucgr. A00507. 1

Eucgr. A00507| Eucgr. A00507. 3

Eucgr. A00507| Eucgr. AO0507. 4
GRVZN2G029141| GRVZN2G029141_TO01
GRVZN2G042164| GRVZN2G042164_TO1
LCC_Cs04g08340| LOC_0s04g08340. 1

91609| 91609

Phpat. 009G097900| Phpat . 009G097900. 1
CVR333C| CVR333CT

CVR326C| CVR326CT

Esi 0324_0009

gi | 17543654

gi| 14211845

Vedt r 8g040010| Medt r 8g040010.
Vedt r 8g040050| Medt r 8g040050.
Clynmal39g26540| Gl ymral3g26540
Cl ymal3g25940| Gl ymal3g25940
Clymal3g26010| Gl ymal3g26010
Gl ymal3g25981| Gl ynal13g25981.
Medt r89039980| Medt r 8g039980.
Medt r8g039990| Medt r 8g039990.
gi | 66811204

YVR150C

YVRO35W

Esi 0009_0118

g11585| g11585.t1
Vocar20005047m. g| Vocar 20005047 m

gi| 71982173

gi | 21450679

CNVB077C| CVBO77CT

PGSC0003DNG400008317| PGSCO003DNT40002143
PGSC0003DNVG400008317| PGSCO003DNT40002143
Potri.005G092900| Potri.005G092900. 1
Potri.007G071400| Potri.007G071400.1

GSVI VG01021415001| GSVI VT01021415001
Cucsa. 047590 Cucsa. 047590
29693.1000082| 29693. n002044
30026.t000080| 30026. 001516

Eucgr . D00315| Eucgr. D00315. 1
LCC_C0s11g40500| LOC_Os11g40500. 1
GRNVZN2G162274| GRVZNV2G162274_T01
CRVZN2G066469| GRVZN2G066469_TO1
CGRVZNM5G833660| GRVZN5G833660_TO1
Bra009418| Bra009418
Carubv10010493m. g| Carubv10010493m
AT1G29960

Bra006087| Bra006087

Bra008992| Bra008992
Carubv10010481m. g| Carubv10010481m
Carubv10010481m. g| Carubv10010684mn
Potri.001G380400| Potri.001G380400. 1

Cl ynral39g33660| Gl ymal13g33660. 1
Clymal59g39140| Gl ymal5g39140. 1

Cucsa. 273860| Cucsa. 273860. 1

Eucgr. F03218| Eucgr. F03218. 1

Eucgr.L03207| Eucgr. L03207. 1

GSVI VG01014071001| GSVI VT01014071001
PGSC0003DNMG400007080| PGSCO003DNT40001824
Esi 0007_0117

85448| 85448

Phpat.012G075300| Phpat.012G075300. 1

PR R R PR

GTAAV




g8013| g8013.t1
Vocar20005591nm. g| Vocar 20005591
CGRVZNM5G800751| GRVZN5G800751_TO03

GSVI VG01008821001| GSVI VT01008821001
121429| 121429

Cl yra05935480| Gl yma05935480. 1

Cl yma08g04250| Gl yma08g04250. 1
Medtr8g103470| Medtr8g103470. 1

Bra015061| Bra015061
Carubv10014271m. g| Carubv10014271n
Potri.006G157900| Potri.006G157900. 1
Potri.006G160000| Potri.006G160000. 1
Potri.018G081800| Potri.018G081800.1
Eucgr. C03817| Eucgr. C03817. 1
PGSC0003DNG400000378| PGSCO0003DNT40000102
29912.t000235| 29912. n005509

GSVI VG01015377001| GSVI VT01015377001
Carubv10009515m. g| Carubv10009515m
Bra015534| Bra015534

Bra031542| Bra031542

LCC_0s03g55640| LOC_0s03g55640. 1
Bra021634| Bra021634

Cucsa. 232550| Cucsa. 232550. 1
Carubv10023541m. g| Carubv10023541m
30170.t000351| 30170. n013939
CRVZN2G107798| GRVZN2G107798_TO01
CGRVZN2G114557| GRVZN2G114557_T03

Eucgr. F00038| Eucgr. F00038. 1
LCC_Cs099g28000| LOC_0s09g28000.
PGSCOOOSDNC401011681|PCSCOOOSDNT4000304Q
CRVZN2G024865| GRVZN2G024865_TO1

Eucgr. F02385| Eucgr. F02385. 1

Cucsa. 123370 Cucsa. 123370. 1

CGSVI VG01009580001| GSVI VT01009580001
Potri.014G036400| Potri.014G036400. 1
Phpat . 020G038400| Phpat. 020G038400. 1
Phpat . 023G022200| Phpat. 023G022200. 1
18112|18112

Medtr2g059220| Medtr2g059220. 1

Gl ynra049g03840| Gl yma04g03840. 5
Medtr39g100960| Medt r3g100960. 1

86052| 86052

58024| 58024

CGRVZN2G039930| GRVZN2G039930_T02
LCC_Cs02g16709| LOC_0s02g16709. 1

47339] 47339

Phpat . 023G051200| Phpat . 023G051200. 1
272208| 272208

Bra030640| Bra030640

Cre01.9027100| Cre01.g027100.t1.2
Vocar20008453nm. g| Vocar 20008453
CRNVZN2G142938| GRVZN2G142938_T01
LCC_0s03g05430| LOC_Os03g05430. 1
Bra029738| Bra029738
Carubv10015579nm. g| Carubv10015579m
Bra034045| Bra034045

AT3G08980

Vedt r5g007850| Medt r 5g007850. 1

Cl ynra079g18060| Gl yma07g18060. 1

Cl ynral8g42910| Gl ymal18g42910. 1
PGSC0003DNG401008489| PGSCO0003DNT40002187
PGSC0003DNVG401008489| PGSCO0003DNT40002187
PGSC0003DNG401008489| PGSCO003DNT40002187
PGSC0003DNVG401008489| PGSCO003DNT40002187
Cucsa. 176310| Cucsa. 176310. 1
Potri.016G115100| Potri.016G115100.1

GSVI VG01033968001| GSVI VT01033968001
29701.t1000024| 29701. r000603

Eucgr. A00507| Eucgr. A00507. 1

Eucgr. A00507| Eucgr. A00507. 3

Eucgr. A00507| Eucgr. AO0507. 4
GRVZN2G029141| GRVZN2G029141_TO01
GRVZN2G042164| GRVZN2G042164_TO1
LCC_Cs04g08340| LOC_0s04g08340. 1

91609| 91609

Phpat. 009G097900| Phpat . 009G097900. 1
CVR333C| CVR333CT

CVR326C| CVR326CT

Esi 0324_0009

gi | 17543654

gi| 14211845

Vedt r 8g040010| Medt r 8g040010.
Vedt r 8g040050| Medt r 8g040050.
Clynmal39g26540| Gl ymral3g26540
Cl ymal3g25940| Gl ymal3g25940
Clymal3g26010| Gl ymal3g26010
Gl ymal3g25981| Gl ynal13g25981.
Medt r89039980| Medt r 8g039980.
Medt r8g039990| Medt r 8g039990.
gi | 66811204

YVR150C

YVRO35W

Esi 0009_0118

g11585| g11585.t1
Vocar20005047m. g| Vocar 20005047 m

gi| 71982173

gi | 21450679

CNVB077C| CVBO77CT

PGSC0003DNG400008317| PGSCO003DNT40002143
PGSC0003DNVG400008317| PGSCO003DNT40002143
Potri.005G092900| Potri.005G092900. 1
Potri.007G071400| Potri.007G071400.1

GSVI VG01021415001| GSVI VT01021415001
Cucsa. 047590 Cucsa. 047590
29693.1000082| 29693. n002044
30026.t000080| 30026. 001516

Eucgr . D00315| Eucgr. D00315. 1
LCC_C0s11g40500| LOC_Os11g40500. 1
GRNVZN2G162274| GRVZNV2G162274_T01
CRVZN2G066469| GRVZN2G066469_TO1
CGRVZNM5G833660| GRVZN5G833660_TO1
Bra009418| Bra009418
Carubv10010493m. g| Carubv10010493m
AT1G29960

Bra006087| Bra006087

Bra008992| Bra008992
Carubv10010481m. g| Carubv10010481m
Carubv10010481m. g| Carubv10010684mn
Potri.001G380400| Potri.001G380400. 1

Cl ynral39g33660| Gl ymal13g33660. 1
Clymal59g39140| Gl ymal5g39140. 1

Cucsa. 273860| Cucsa. 273860. 1

Eucgr. F03218| Eucgr. F03218. 1

Eucgr.L03207| Eucgr. L03207. 1

GSVI VG01014071001| GSVI VT01014071001
PGSC0003DNMG400007080| PGSCO003DNT40001824
Esi 0007_0117

85448| 85448

Phpat.012G075300| Phpat.012G075300. 1

PR R R PR

3
6
3
4
1
3
4
6
4
4
3
4
3
3
3
3




g8013| g8013.t1
Vocar20005591nm. g| Vocar 20005591
CGRVZNM5G800751| GRVZN5G800751_TO03

GSVI VG01008821001| GSVI VT01008821001
121429| 121429

Cl yra05935480| Gl yma05935480. 1

Cl yma08g04250| Gl yma08g04250. 1
Medtr8g103470| Medtr8g103470. 1

Bra015061| Bra015061
Carubv10014271m. g| Carubv10014271n
Potri.006G157900| Potri.006G157900. 1
Potri.006G160000| Potri.006G160000. 1
Potri.018G081800| Potri.018G081800.1
Eucgr. C03817| Eucgr. C03817. 1
PGSC0003DNG400000378| PGSCO0003DNT40000102
29912.t000235| 29912. n005509

GSVI VG01015377001| GSVI VT01015377001
Carubv10009515m. g| Carubv10009515m
Bra015534| Bra015534

Bra031542| Bra031542

LCC_0s03g55640| LOC_0s03g55640. 1
Bra021634| Bra021634

Cucsa. 232550| Cucsa. 232550. 1
Carubv10023541m. g| Carubv10023541m
30170.t000351| 30170. n013939
CRVZN2G107798| GRVZN2G107798_TO01
CGRVZN2G114557| GRVZN2G114557_T03

Eucgr. F00038| Eucgr. F00038. 1
LCC_Cs099g28000| LOC_0s09g28000.
PGSC0003DVG401011681| PCSCOOOSDI\/T4000304Q
CRVZN2G024865| GRVZN2G024865_TO1

Eucgr. F02385| Eucgr. F02385. 1~

Cucsa. 123370 Cucsa. 123370. 1

CGSVI VG01009580001| GSVI VT01009580001
Potri.014G036400| Potri.014G036400. 1
Phpat . 020G038400| Phpat. 020G038400. 1
Phpat . 023G022200| Phpat. 023G022200. 1
18112| 18112

Medtr2g059220| Medtr2g059220. 1

Gl ynra049g03840| Gl yma04g03840. 5
Medtr39g100960| Medt r3g100960. 1

86052| 86052

58024| 58024

CGRVZN2G039930| GRVZN2G039930_T02
LCC_0s02g16709| LOC_0s029g16709. 1

47339] 47339

Phpat . 023G051200| Phpat . 023G051200. 1
272208| 272208

Bra030640| Bra030640

Cre01.9027100| Cre01.g027100.t1.2
Vocar20008453nm. g| Vocar 20008453
CRNVZN2G142938| GRVZN2G142938_T01
LCC_0s03g05430| LOC_Os03g05430. 1
Bra029738| Bra029738

Carubv10015579nm. g| Carubv10015579m
Bra034045| Bra034045

AT3G08980

Vedt r5g007850| Medt r 5g007850. 1

Cl ynra079g18060| Gl yma07g18060. 1

Cl ynral8g42910| Gl ymal18g42910. 1
PGSC0003DNG401008489| PGSCO0003DNT40002187
PGSC0003DNVG401008489| PGSCO0003DNT40002187
PGSC0003DNG401008489| PGSCO003DNT40002187
PGSC0003DNVG401008489| PGSCO003DNT40002187
Cucsa. 176310| Cucsa. 176310. 1
Potri.016G115100| Potri.016G115100.1

GSVI VG01033968001| GSVI VT01033968001
29701.t1000024| 29701. r000603

Eucgr. A00507| Eucgr. A00507. 1

Eucgr. A00507| Eucgr. A00507. 3

Eucgr. A00507| Eucgr. AO0507. 4
GRVZN2G029141| GRVZN2G029141_TO01
GRVZN2G042164| GRVZN2G042164_TO1
LCC_Os04g08340| LOC_Os049g08340. 1

91609| 91609

Phpat. 009G097900| Phpat . 009G097900. 1
CVR333C| CVR333CT

CVR326C| CVR326CT

Esi 0324_0009

gi | 17543654

gi| 14211845

Vedt r 8g040010| Medt r 8g040010.
Vedt r 8g040050| Medt r 8g040050.
Clynmal39g26540| Gl ymal3g26540.
Clymal3g25940| Gl ymal13g25940.
Clymal3g26010| Gl ymal3g26010.
Gl ymal3g25981| Gl ynal13g25981.
Medt r89039980| Medt r 8g039980.
Medt r8g039990| Medt r 8g039990.
gi | 66811204

YVR150C

YVRO35W

Esi 0009_0118

g11585| g11585.t1
Vocar20005047m. g| Vocar 20005047 m

gi| 71982173

gi | 21450679

CNVB077C| CVBO77CT

PGSC0003DNG400008317| PGSCO003DNT40002143
PGSC0003DNVG400008317| PGSCO003DNT40002143
Potri.005G092900| Potri.005G092900. 1
Potri.007G071400| Potri.007G071400.1

GSVI VG01021415001| GSVI VT01021415001
Cucsa. 047590| Cucsa. 047590.

29693.1000082| 29693. n002044
30026.t000080| 30026. 001516

Eucgr . D00315| Eucgr. D00315. 1
LCC_C0s11g40500| LOC_Os11g40500. 1
GRNVZN2G162274| GRVZNV2G162274_T01
CGRNZN2G066469| GRVZV2G066469_T01
CRNVZNV5G833660| GRVZV5G833660_T01
Bra009418| Bra009418
Carubv10010493m. g| Carubv10010493m
AT1G29960

Bra006087| Bra006087

Bra008992| Bra008992

Carubv10010481m. g| Carubv10010481m
Carubv10010481m. g| Carubv10010684mn
Potri.001G380400| Potri.001G380400. 1

Cl ynral39g33660| Gl ymal13g33660. 1
Clymal59g39140| Gl ymal5g39140. 1

Cucsa. 273860| Cucsa. 273860. 1

Eucgr. F03218| Eucgr. F03218. 1

Eucgr.L03207| Eucgr. L03207. 1

GSVI VG01014071001| GSVI VT01014071001
PGSC0003DNMG400007080| PGSCO003DNT40001824
Esi 0007_0117

85448| 85448

Phpat.012G075300| Phpat.012G075300. 1

PR R R PR

- VI GSASLI




g8013| g8013.t1
Vocar20005591nm. g| Vocar 20005591
CGRVZNM5G800751| GRVZN5G800751_TO03

GSVI VG01008821001| GSVI VT01008821001
121429| 121429

Cl yra05935480| Gl yma05935480. 1

Cl yma08g04250| Gl yma08g04250. 1
Medtr8g103470| Medtr8g103470. 1

Bra015061| Bra015061
Carubv10014271m. g| Carubv10014271n
Potri.006G157900| Potri.006G157900. 1
Potri.006G160000| Potri.006G160000. 1
Potri.018G081800| Potri.018G081800.1
Eucgr. C03817| Eucgr. C03817. 1
PGSC0003DNG400000378| PGSCO0003DNT40000102
29912.t000235| 29912. n005509

GSVI VG01015377001| GSVI VT01015377001
Carubv10009515m. g| Carubv10009515m
Bra015534| Bra015534

Bra031542| Bra031542

LCC_0s03g55640| LOC_0s03g55640. 1
Bra021634| Bra021634

Cucsa. 232550| Cucsa. 232550. 1
Carubv10023541m. g| Carubv10023541m
30170.t000351| 30170. n013939
CRVZN2G107798| GRVZN2G107798_TO01
CGRVZN2G114557| GRVZN2G114557_T03

Eucgr. F00038| Eucgr. F00038. 1
LCC_Cs099g28000| LOC_0s09g28000.
PGSCOOOSDNC401011681|PCSCOOOSDNT4000304Q
CRVZN2G024865| GRVZN2G024865_TO1

Eucgr. F02385| Eucgr. F02385. 1

Cucsa. 123370 Cucsa. 123370. 1

CGSVI VG01009580001| GSVI VT01009580001
Potri.014G036400| Potri.014G036400. 1
Phpat . 020G038400| Phpat. 020G038400. 1
Phpat . 023G022200| Phpat. 023G022200. 1
18112|18112

Medtr2g059220| Medtr2g059220. 1

Gl ynra049g03840| Gl yma04g03840. 5
Medtr39g100960| Medt r3g100960. 1

86052| 86052

58024| 58024

CGRVZN2G039930| GRVZN2G039930_T02
LCC_Cs02g16709| LOC_0s02g16709. 1

47339] 47339

Phpat . 023G051200| Phpat . 023G051200. 1
272208| 272208

Bra030640| Bra030640

Cre01.9027100| Cre01.g027100.t1.2
Vocar20008453nm. g| Vocar 20008453
CRNVZN2G142938| GRVZN2G142938_T01
LCC_0s03g05430| LOC_Os03g05430. 1
Bra029738| Bra029738
Carubv10015579nm. g| Carubv10015579m
Bra034045| Bra034045

AT3G08980

Vedt r5g007850| Medt r 5g007850. 1

Cl ynra079g18060| Gl yma07g18060. 1

Cl ynral8g42910| Gl ymal18g42910. 1
PGSC0003DNG401008489| PGSCO0003DNT40002187
PGSC0003DNVG401008489| PGSCO0003DNT40002187
PGSC0003DNG401008489| PGSCO003DNT40002187
PGSC0003DNVG401008489| PGSCO003DNT40002187
Cucsa. 176310| Cucsa. 176310. 1
Potri.016G115100| Potri.016G115100.1

GSVI VG01033968001| GSVI VT01033968001
29701.t1000024| 29701. r000603

Eucgr. A00507| Eucgr. A00507. 1

Eucgr. A00507| Eucgr. A00507. 3

Eucgr. A00507| Eucgr. AO0507. 4
GRVZN2G029141| GRVZN2G029141_TO01
GRVZN2G042164| GRVZN2G042164_TO1
LCC_Cs04g08340| LOC_0s04g08340. 1

91609| 91609

Phpat. 009G097900| Phpat . 009G097900. 1
CVR333C| CVR333CT

CVR326C| CVR326CT

Esi 0324_0009

gi | 17543654

gi| 14211845

Vedt r 8g040010| Medt r 8g040010.
Vedt r 8g040050| Medt r 8g040050.
Clynmal39g26540| Gl ymral3g26540
Cl ymal3g25940| Gl ymal3g25940
Clymal3g26010| Gl ymal3g26010
Gl ymal3g25981| Gl ynal13g25981.
Medt r89039980| Medt r 8g039980.
Medt r8g039990| Medt r 8g039990.
gi | 66811204

YVR150C

YVRO35W

Esi 0009_0118

g11585| g11585.t1
Vocar20005047m. g| Vocar 20005047 m

gi| 71982173

gi | 21450679

CNVB077C| CVBO77CT

PGSC0003DNG400008317| PGSCO003DNT40002143
PGSC0003DNVG400008317| PGSCO003DNT40002143
Potri.005G092900| Potri.005G092900. 1
Potri.007G071400| Potri.007G071400.1

GSVI VG01021415001| GSVI VT01021415001
Cucsa. 047590 Cucsa. 047590
29693.1000082| 29693. n002044
30026.t000080| 30026. 001516

Eucgr . D00315| Eucgr. D00315. 1
LCC_C0s11g40500| LOC_Os11g40500. 1
GRNVZN2G162274| GRVZNV2G162274_T01
CRVZN2G066469| GRVZN2G066469_TO1
CGRVZNM5G833660| GRVZN5G833660_TO1
Bra009418| Bra009418
Carubv10010493m. g| Carubv10010493m
AT1G29960

Bra006087| Bra006087

Bra008992| Bra008992
Carubv10010481m. g| Carubv10010481m
Carubv10010481m. g| Carubv10010684mn
Potri.001G380400| Potri.001G380400. 1

Cl ynral39g33660| Gl ymal13g33660. 1
Clymal59g39140| Gl ymal5g39140. 1

Cucsa. 273860| Cucsa. 273860. 1

Eucgr. F03218| Eucgr. F03218. 1

Eucgr.L03207| Eucgr. L03207. 1

GSVI VG01014071001| GSVI VT01014071001
PGSC0003DNMG400007080| PGSCO003DNT40001824
Esi 0007_0117

85448| 85448

Phpat.012G075300| Phpat.012G075300. 1

PR R R PR




g8013| g8013.t1
Vocar20005591nm. g| Vocar 20005591
CGRVZNM5G800751| GRVZN5G800751_TO03

GSVI VG01008821001| GSVI VT01008821001
121429| 121429

Cl yra05935480| Gl yma05935480. 1

Cl yma08g04250| Gl yma08g04250. 1
Medtr8g103470| Medtr8g103470. 1

Bra015061| Bra015061
Carubv10014271m. g| Carubv10014271n
Potri.006G157900| Potri.006G157900. 1
Potri.006G160000| Potri.006G160000. 1
Potri.018G081800| Potri.018G081800.1
Eucgr. C03817| Eucgr. C03817. 1
PGSC0003DNG400000378| PGSCO0003DNT40000102
29912.t000235| 29912. n005509

GSVI VG01015377001| GSVI VT01015377001
Carubv10009515m. g| Carubv10009515m
Bra015534| Bra015534

Bra031542| Bra031542

LCC_0s03g55640| LOC_0s03g55640. 1
Bra021634| Bra021634

Cucsa. 232550| Cucsa. 232550. 1
Carubv10023541m. g| Carubv10023541m
30170.t000351| 30170. n013939
CRVZN2G107798| GRVZN2G107798_TO01
CGRVZN2G114557| GRVZN2G114557_T03

Eucgr. F00038| Eucgr. F00038. 1
LCC_Cs099g28000| LOC_0s09g28000.
PGSCOOOSDNC401011681|PCSCOOOSDNT4000304Q
CRVZN2G024865| GRVZN2G024865_TO1

Eucgr. F02385| Eucgr. F02385. 1

Cucsa. 123370 Cucsa. 123370. 1

CGSVI VG01009580001| GSVI VT01009580001
Potri.014G036400| Potri.014G036400. 1
Phpat . 020G038400| Phpat. 020G038400. 1
Phpat . 023G022200| Phpat. 023G022200. 1
18112|18112

Medtr2g059220| Medtr2g059220. 1

Gl ynra049g03840| Gl yma04g03840. 5
Medtr39g100960| Medt r3g100960. 1

86052| 86052

58024| 58024

CGRVZN2G039930| GRVZN2G039930_T02
LCC_Cs02g16709| LOC_0s02g16709. 1

47339] 47339

Phpat . 023G051200| Phpat . 023G051200. 1
272208| 272208

Bra030640| Bra030640

Cre01.9027100| Cre01.g027100.t1.2
Vocar20008453nm. g| Vocar 20008453
CRNVZN2G142938| GRVZN2G142938_T01
LCC_0s03g05430| LOC_Os03g05430. 1
Bra029738| Bra029738
Carubv10015579nm. g| Carubv10015579m
Bra034045| Bra034045

AT3G08980

Vedt r5g007850| Medt r 5g007850. 1

Cl ynra079g18060| Gl yma07g18060. 1

Cl ynral8g42910| Gl ymal18g42910. 1
PGSC0003DNG401008489| PGSCO0003DNT40002187
PGSC0003DNVG401008489| PGSCO0003DNT40002187
PGSC0003DNG401008489| PGSCO003DNT40002187
PGSC0003DNVG401008489| PGSCO003DNT40002187
Cucsa. 176310| Cucsa. 176310. 1
Potri.016G115100| Potri.016G115100.1

GSVI VG01033968001| GSVI VT01033968001
29701.t1000024| 29701. r000603

Eucgr. A00507| Eucgr. A00507. 1

Eucgr. A00507| Eucgr. A00507. 3

Eucgr. A00507| Eucgr. AO0507. 4
GRVZN2G029141| GRVZN2G029141_TO01
GRVZN2G042164| GRVZN2G042164_TO1
LCC_Cs04g08340| LOC_0s04g08340. 1

91609| 91609

Phpat. 009G097900| Phpat . 009G097900. 1
CVR333C| CVR333CT

CVR326C| CVR326CT

Esi 0324_0009

gi | 17543654

gi| 14211845

Vedt r 8g040010| Medt r 8g040010.
Vedt r 8g040050| Medt r 8g040050.
Clynmal39g26540| Gl ymral3g26540
Cl ymal3g25940| Gl ymal3g25940
Clymal3g26010| Gl ymal3g26010
Gl ymal3g25981| Gl ynal13g25981.
Medt r89039980| Medt r 8g039980.
Medt r8g039990| Medt r 8g039990.
gi | 66811204

YVR150C

YVRO35W

Esi 0009_0118

g11585| g11585.t1
Vocar20005047m. g| Vocar 20005047 m

gi| 71982173

gi | 21450679

CNVB077C| CVBO77CT

PGSC0003DNG400008317| PGSCO003DNT40002143
PGSC0003DNVG400008317| PGSCO003DNT40002143
Potri.005G092900| Potri.005G092900. 1
Potri.007G071400| Potri.007G071400.1

GSVI VG01021415001| GSVI VT01021415001
Cucsa. 047590 Cucsa. 047590
29693.1000082| 29693. n002044
30026.t000080| 30026. 001516

Eucgr . D00315| Eucgr. D00315. 1
LCC_C0s11g40500| LOC_Os11g40500. 1
GRNVZN2G162274| GRVZNV2G162274_T01
CRVZN2G066469| GRVZN2G066469_TO1
CGRVZNM5G833660| GRVZN5G833660_TO1
Bra009418| Bra009418
Carubv10010493m. g| Carubv10010493m
AT1G29960

Bra006087| Bra006087

Bra008992| Bra008992
Carubv10010481m. g| Carubv10010481m
Carubv10010481m. g| Carubv10010684mn
Potri.001G380400| Potri.001G380400. 1

Cl ynral39g33660| Gl ymal13g33660. 1
Clymal59g39140| Gl ymal5g39140. 1

Cucsa. 273860| Cucsa. 273860. 1

Eucgr. F03218| Eucgr. F03218. 1

Eucgr.L03207| Eucgr. L03207. 1

GSVI VG01014071001| GSVI VT01014071001
PGSC0003DNMG400007080| PGSCO003DNT40001824
Esi 0007_0117

85448| 85448

Phpat.012G075300| Phpat.012G075300. 1

PR R R PR







