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r: Eucgr. H01482. 1
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g | 17538097| ref | NPZ495161. 1
i | 7662004
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gi | 85081328

g | 66807039| ref | XP_637242. 1
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489 NYSEEEI KI NEQLETLRPEI LSARAKCNDL TTSY8QNVA 526 ECTI TNTYNN- - TKEALLNALDVPL
583 VAQSEFDRNNQELQKL EPELERSK%KQEI NI PQTI 620EETCCEI YEF- - SRNTI SSSI EHAGY
N 4

---YQG---LGGQl Y 562DFI F
-~ YPG- - - LFSAF 658EYAE
467--- FSNLLKLL

407 EY------- RSQCSVLDFDFENI NLRAV. EHQI DLNKDL RHQLERI DT| LLRVENRA
613 @LGAACRCL- - - ---- AVDLAAARAELEGLQLVSKQLT 643KFRS|@ NEKDATAQRAALQCVLSGVL?
E!

700 ™ - AMEGAAGRQL- - - - UGLVGRQLG 731 RFRAEaKDAAAQEAAL GPVL

kENEDQFT 626 SYKQEEGTNVDLQVieL VI TA

KALEDVLKGLG 821RFEANL NGA LQRQRTL VI EAAKGRA-
SI L

SWRRQTLSCI
SRRy

NT 0w D Kl ESS! 3
---------- 8RVE- - - EEI RE! RSSLDAAI EELN KLKDVDQFI KSK- - VFDNQAVLCETL 429EKCKSNLI NI F
-- NESTRTFN 412 ECRyFTGQFEKA’ EQTEQLRAEVHLKVSADFF%

- | ARLDAI | DRFEQPFDGSSSG- - - ¥ 469TKYKED- LAI F-
————————————————————— EERQDRLK 402FI LELLAQDYKLRI KQI TEEVE[ECVSTANAI

| RRLSVLVDDYQVDFHPSPV- - - L 459KVYKNE- LHRH-

KKI YEI GKNEL GDDFNVCERVFRSEL MVFRKRKHL I G
NM KCLGI NHLGNEY TDLAFRPDVNMNFRRKKDALA

567 STEAFI ANQI DESI GSSzL FIRKGKTDL L V-
663 EL KEA sq HG vTQcE ARARTVDGV- - - - - = =« =« s e e mmm e e e e oo
476 ----RGM--- "EEFR--™- -5 . NGFEKHVI DGT- - - 492NGEI EQLVRNLV- B o Y (T
682 SNAPLLVSI ‘VGN— - - K@YPFR--------- 711FDSLRAAVSEHS- - - - SWL RANCDAQREYY s -
769 - - - |mINAPELVSI AAGN™- - KEYy ---- T799FDALRSAV; HG-»-»SH ANQRBYYAQ- -
VT
i

664 3--- S KYLLPRNET]| --- 696LSDV|NAI [BDHK- - - - N QRQLERYVE- - - - - -
EAVRKYLL 892VTETUKSLEEHK [ ES’E%NRQLSSYRS- -
VTDV|zK!

856 - 855- - - SNVEAI GKYLL - E\N\/ES | RCLSSYRS- -

L VA KGER AKVCNDI 537LLDANKLEI HSSND RCYRE-
441 KQQAESI KQSELEKRAI TQLTQCI VDL QKLLHDKSAI DGANC €LLVRS 489FKNLTDL----="-~"-- SNYDQLI KELLST PEGFEK»
480 --VDK SSDLEARCT*CL VSRI WNLEENDNVF- - - - - QYV- - TKI'LIAEP 518 YCNKLEEVWRYRAPFKFSI CVDVPALVNDFREDLEF- -
470 - -1 EEGCGRNMZDRCSTAI TNgLQTNMQCDM - - - - - DGL- - KPLLPVS 508VRSCI DV- LVPRQCFSLNYDLNCDKL CADFGEDI EF- - - - - ----------nmnmnne

631 KRLKVSLSIT 640DLFAPTV\KGFLSY@SV\QKPVTAPLPDI EGGTNEGG! G- - = - - === - ==~ LVKYLG- - -- 683- LKNYPL"QYV\SRPSL rrrrrrrrrrrrr LFT

726 RQUDI PTEL- 734------ - <= TSVLSG: - -« 767-YSQr--tmmsammcmmmam e

- 509- KNTKRWKSI | DLI NGKSSNKS- - G- - - - - KVVGF| RDT- HDSS- - - - - - - - DFS- - - - - 547- SNRQQT| NDNGERYTKT#SS YgRDNESL LVSRDI KNg-
739- FAAARGRAAGYVTI A SAASSNGT--AAAAAAGVAADRTHSNAEASTFTSTPLA VSAT 795A1 TAASSCPSASSPAELEVSEFNVRAI STL

DLATAAVAATSS: - SASEA- GSKSAPAASSSSAP- - PQTESGDRAA B81SGADASSSTSASSPARRAVG NLWEE
KD

VTD B 39---- V\SENVSFSG LTAL

- - SA- - DS|mPL VEmR- - - - - 946- NRDTEL AVEQNNSSLTVL

- - NV- - ES PVV R----- 943- NRDSKH EQSSRSLTTLNDFD
| IWALE

-NT----- 582 KTFDQ
- PLDTLN- - - NQ 528FCDI AR- - - KLRKSQL-"- - Dk ------ DNSL LGKA
-- 554- RFTFGLHAI I RRI | AY@SGQ: PVTAIN- - - TN 582L|mTPL SmKQCSEKNSV- - SAASEEQANNT QW
544 -- 543- HFSLGWTNVLVNRFLGPKNSRR- - ALNGYN- - - DG 572VQRPI PMTPANPS- - V- - - - - - PPLPQGSLTCEEFMVSMV

702 SKI PTLTLYFLGSTKVVCNI I LNGI K- - 727- --Lss

fﬁKKLSVPVI VVk L--ommemeee - LGLTYLI HDLPRALgVNLSI IsYKR 771

T71 - - - - oo - - - oo oo oo 79---1 RRLI| PQal A; S AATYYVLNQI PHSL HRLK! ST 823 -
585 -1 YQAI LFEAGTVGVATI - -- 60I----- GI GAL -------- -- Al TGLAWVPF- KKAGL KRS SS 63 TNLRL QRHDTI QDHI GﬁEI
828 TELQ®A------ VATTVCTA. APLFGL 849 FAM W AQESGAV- - - - - - - - - oo oo SYVSLLNLPL- R AVDLK R 892 SNFVSDVQS
910 T Q;TAV APVFGL 935FANGI - SigVSL L* 4A K 1I CR 978V@GNFVSD
763 NEMLLECELREA- - - - - - VFSTFESLGIAGASAS 789 mLTSVLPYTLEU®I ALCLCSAG- - - - - - Ki SS RE! K K\/EQ 832VAGSL SLKL
969 - CLVGVWNL PS- UREAAIKKKVRR 1042VADS
966 - GLVGVWKLPS- QREM KKVRR 1039VADS
776 RDOg=E|amdEl - - - - - - VCPI N- |gmDF- =~ - = 794- - - - - - - " - T -
785 -
767 -
765 -
782 -
773 -
773 -
774 -
624 -
783 LG -
780 L GTFGGL CAAGL SA -
785 LGTFGGL GAAGL SA! -
785 L -
617 LGTFGGLGAAGLSAS 0350 LT SVLDT TEEUMCACGECSAG- === === - - - - - - - - LAI S R R N 075 TVDARAR
554 VSELASLFI | PEKGN- - \/QCN 572DYDAI LARAED}—ERK LSSAI KEN'ESI QQQSSKSSTNI DNHHLSKLT SNV\I KQAKERD 63 CLENI SﬁfﬁELKLELI HKQQ
618 LTSAAFLANGSLCGVLVV 637VYKAVGWRVI - - - =- - AVGCA- - - - - - - - - - - - - oo - - AYAGL YAVER- VRUNSGAKEGH 67 3LKECFRSALAARNCQVSTAHTH
605 TGLASLTSRTSNCGI LVV V 624VWKAVGWRL] - - - - - - ARSFG- - - - ------------- LYGLLYVYER- LTWTTKAKERg 660FKRCFYEHASEKLCLVI SYTCS
778 YI HLNAQRTS- - ------mmmmmm-- NEVRDVLRYPTREI LRSCEI 8071 NDKCI TKI =LENKKESNLL— - - SI KFFCSLYEGTVAQKLMVEEI NLDI D* - - - - - - - -
830 YVHSNSIRI S- - GSVRKVLRFPADSLRVGL@R 859 SVE]| LDGER RVKAI AHKYFANLVREEAHQRRVVEAVDLDGHPPCLAGI GG
661 RIS--------- ---SNKI CLG-1---QPYI DFTNN 680ESKKI NDLSI [Jl GECKDIZR®TL | YDI |gQYFK- - - - - - - - - -~ --
907 VEVADEVAGV- - -- IVRAVAKL - V- - - EPLEC CT 933EVAI LEw RLADCL LCRRVANL E*---- -
989 AKuy EQEVADE KAT- - - - MAAYGEL- V- - - EQTYGA 1019E mARKSDLVAFGEALQELQRRTANL E* -
842 =E AELQE I@Sl------ ESSVLQF- T- - - APYRSLVEK 873EST | QNLRKNI QNL -------

1047 ‘VK EEANVKDDL QKSI DAV- - - RAEFQTL- A- - - aPYRNAAEE 1083KLRRVKI CQE LK DT VQSI GT*

1044 I EEAVKDDL QKSI DAV- PYLNA\/EE 1080KLRRVEI LQEE OK D. VQSI Gl *

- - RDENVRL*
- - RDENMRL*
*

---------------- 659 @
696 HCETQAI NDQVFDGLKATVGGV HRENKRDLDYQKT 732QI DAVDSTI RTEGTI KGKAVFLLRNLEQFASSY]
683 NCSHQVQQELSGTFAHLCQQVDVT- RENLEGEI ARVNK 719KI EVLDSL QSKAKELZNKAGWL DSELNVF THgY{Re



YBR179C 856 855-- 855

gi | 85081328 917 916FH 918
gi | 66807039] ref | XP_637242. 1 712 711
Vea: Vocar 200143930 964 963-- 963

Cre:Creld. g616600.t1.2
Smo: 413416] 413416| 413416

-- 1049-- 1049
-- 904-- 904

Ppa: Pp1s181_13V6. 1 - 1114-- 1114
Ppa: Pp1s288_36V6. 1 - 1111-- 1111
Zmra: GRVZNV2G319109_TO01 - 794

Csa: LCC_Cs059g32390 - - 926

Bra: Bra030522 - 909

At h: AT1G03160 - 912

Cru: Carubv10008235n]| - 929

Mtr: MVedtr1g072270 - 914

Crra: Gl yra02916630 - 914

Crra: Gl ymra10g03190. 1 - - 915
Ptr:Potri.002G053300 - 623

Csa: Cucsa. 184500 - 924

Rco: 29647. 002091 29647. m002091| 29647.t0 - 921-- 921
Ptr:Potri.005G209200 - 926-- 926

Vvi : GSVI VG01011085001 - 926-- 926

Egr: Eucgr. H01482.1 752 1-- 751

gi | 66826855| ref | XP_646782. 1Dd 661 660

gi | 17538097| ref | NP_495161. 1 775 74

i | 7662004 758 57



